
Efficacy	of	a	T	Cell-Biased	Adenovirus	Vector	as	a	Zika	Virus	
Vaccine		

		
Brianna	L.	Bullard1,	Brigette	N.	Corder1,	Matthew	J.	Gorman2,	

Michael	S.	Diamond2,	and	Eric	A.	Weaver1*	
	

Supplemental	Data	



SEN-1984-41525-DAK prM-E
PRVABC59-2015 prM-E

10 20 30 40 50 60 70 80 90 100

TRRG S AYYMYLDR S DAGKA I S F AT T LGVNKCHVQ IMDLGHMCDATMS YEC PMLDEGVE P DDVDCWCNT T S TWVVYGTCHHKKGEARR S RR AVT L P S H S TR
TRRG S AYYMYLDRNDAG E A I S F P T T LGMNKCY I Q IMDLGHMCDATMS YEC PMLDEGVE P DDVDCWCNT T S TWVVYGTCHHKKGEARR S RR AVT L P S H S TR

SEN-1984-41525-DAK prM-E
PRVABC59-2015 prM-E

110 120 130 140 150 160 170 180 190 200

KLQTR S QTWL E S REYTKHL I KVENW I F RN PG FALVAVA I AWL LG S S T S QKV I Y LVM I L L I A P AY S I RC I GV S NRD F VEGMS GGTWVDVVL EHGGCVTVMA
KLQTR S QTWL E S REYTKHL I RVENW I F RN PG FALAAAA I AWL LG S S T S QKV I Y LVM I L L I A P AY S I RC I GV S NRD F VEGMS GGTWVDVVL EHGGCVTVMA

SEN-1984-41525-DAK prM-E
PRVABC59-2015 prM-E

210 220 230 240 250 260 270 280 290 300

QDKP TVD I E LVT T TV S NMAEVR S YCYEA S I S DMA S D S RC P TQGE AYLDKQ S DTQYVCKRT LVDRGWGNGCGL FGKG S LVTCAKF T C S KKMTGK S I Q P ENL
QDKP TVD I E LVT T TV S NMAEVR S YCYEA S I S DMA S D S RC P TQGE AYLDKQ S DTQYVCKRT LVDRGWGNGCGL FGKG S LVTCAKF AC S KKMTGK S I Q P ENL

SEN-1984-41525-DAK prM-E
PRVABC59-2015 prM-E

310 320 330 340 350 360 370 380 390 400

EYR IML S VHG S QH S GM I VNDTGHE TDENRAKVEVT P N S P RAE AT LGGFG S LGLDCE P RTGLD F S D LYY LTMNNKHWLVHKEWFHD I P L PWHAGADTGT PH
EYR IML S VHG S QH S GM I VNDTGHE TDENRAKVE I T P N S P RAE AT LGGFG S LGLDCE P RTGLD F S D LYY LTMNNKHWLVHKEWFHD I P L PWHAGADTGT PH

SEN-1984-41525-DAK prM-E
PRVABC59-2015 prM-E

410 420 430 440 450 460 470 480 490 500

WNNKEA LVE FKDAHAKRQTVVVLG S QEGAVHTALAGAL EAEMDGAKGRL F S GHLKCRLKMDKLRLKGV S Y S LC TAA F T F TKV PAE T LHGTVTVEVQYAGT
WNNKEA LVE FKDAHAKRQTVVVLG S QEGAVHTALAGAL EAEMDGAKGRL S S GHLKCRLKMDKLRLKGV S Y S LC TAA F T F TK I PAE T LHGTVTVE LQYAGT

SEN-1984-41525-DAK prM-E
PRVABC59-2015 prM-E

510 520 530 540 550 560 570 580 590 600

DGP CKV PAQMAVDMQT LT P VGRL I TAN P V I T E S T EN S KMML E LD P P FGD S Y I V I GVGDKK I THHWHR S G S T I GKA F E ATVRGAKRMAVLGD TAWD FG S VG
DGP CKV PAQMAVDMQT LT P VGRL I TAN P V I T E S T EN S KMML E LD P P FGD S Y I V I GVG EKK I THHWHR S G S T I GKA F E ATVRGAKRMAVLGD TAWD FG S VG

SEN-1984-41525-DAK prM-E
PRVABC59-2015 prM-E

610 620 630 640 650 660

GV F N S LGKG I HQ I FGAA FK S L FGGMSWF S Q I L I GT L LVWLGLNTKNG S I S L T CLALGGVM I F L S T AV S A
GA L N S LGKG I HQ I FGAA FK S L FGGMSWF S Q I L I GT L LMWLGLNTKNG S I S LMCLALGGV L I F L S T AV S A

Envelope	

prM	
*	

^^^^^^	

#	

Supplementary	Figure	1	

Supplementary	Figure	1	
Alignment	of	the	African	strain	ZIKV	Dakar	41525	to	the	Asian	strain	ZIKV	PRVABC59.		
A	ClustalW	alignment	of	the	prM-E	region	from	the	African	ZIKV	Dakar	41525	strain	used	in	the	
challenge	studies	and	the	Asian	ZIKV	PRVABC59	strain	used	in	the	construction	of	the	vectored	
vaccine.	The	CD8+	T	cell	epitope	E4-12	is	indicated	by	a	^	symbol(37).	The	*	symbol	indicates	a	S139N	
mutation	that	is	associated	with	increased	virulence	in	neural	progenitor	cells	(54).	The	#	symbol	
indicates	a	motif	associate	with	increased	virulence	(55).	
	



Peptide	#	 Sequence	 Position		
(E#1-504)	

1	 	IRCIGVSNRDFVEGM	 1-15	

2	 	IGVSNRDFVEGMSGG	 4-18	

3	 SNRDFVEGMSGGTWV	 7-21	

6	 SGGTWVDVVLEHGGC	 16-30	

8	 DVVLEHGGCVTVMAQ	 22-36	

19	 EVRSYCYEASISDMA	 55-69	

21	 YEASISDMASDSRCP	 61-75	

24	 SDSRCPTQGEAYLDK	 70-84	

25	 RCPTQGEAYLDKQSD	 73-87	

102	 SYSLCTAAFTFTKIP	 304-318	

103	 LCTAAFTFTKIPAET	 307-321	

104	 AAFTFTKIPAETLHG	 310-324	

119	 VGRLITANPVITEST	 355-369	

120	 LITANPVITESTENS	 358-372	

123	 ESTENSKMMLELDPP	 367-381	

124	 ENSKMMLELDPPFGD	 370-384	
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Supplementary Table 1 
The positive peptides in T-cell mapping of the E region of ZIKV. 
The peptides determined to be positive during the T-cell mapping of the Envelope region 
of ZIKV as indicated in Fig. 3. Peptides were positive if the response was 4 times that of 
the PBS sham vaccinated mice. Amino acid sequence and position number on the E 
protein are indicated.  
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Supplementary Figure 2 
Individual mice weight loss during the Ifnar1-/- mice challenge and viremia on day 
4 post infection based on plaque assay. 
The individual mouse weights during the challenge of the Ifnar1-/- mice in Fig. 5 are 
plotted in (A). The plaque forming units per mL (PFU/mL) in the sera at day 4 post 
infection in the Ifnar1-/- challenge model (B) (p<0.01; one-way ANOVA) and anti-Ifnar1 
challenge model (C). Data are expressed as the mean with standard error (SEM). 
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