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M N

Gate Number %Gated X-Med
All 2,632 100.00 20,513
I-- 1,658 62.99 16,697
I-+ 821 31.19 26,860
I+- 4 0.15 334,627
I++ 149 5.66 196,462
M 834 31.69 26,784
N 146 5.55 198,014
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Gate Number X-Med Y-Med
All 0 N/A N/A
D-- 0 N/A N/A
D-+ 0 N/A N/A
D+- 0 N/A N/A
D++ 0 N/A N/A
L 0 N/A N/A
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I-+ : 19.45% I++ : 0.00%

I-- : 80.45% I+- : 0.10%

M N

Gate Number %Gated X-Med
All 1,928 100.00 10,672
I-- 1,551 80.45 10,664
I-+ 375 19.45 10,626
I+- 2 0.10 128,581
I++ 0 0.00 N/A
M 378 19.61 10,598
N 0 0.00 N/A
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All 0 N/A N/A
D-- 0 N/A N/A
D-+ 0 N/A N/A
D+- 0 N/A N/A
D++ 0 N/A N/A
L 0 N/A N/A
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Gate Number %Gated X-Med
All 6,039 100.00 15,030
I-- 5,870 97.20 14,452
I-+ 2 0.03 35,389
I+- 167 2.77 187,647
I++ 0 0.00 N/A
M 2 0.03 35,389
N 0 0.00 N/A
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L 0 N/A N/A
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M N

Gate Number %Gated X-Med
All 3,204 100.00 21,614
I-- 2,015 62.89 16,539
I-+ 956 29.84 30,107
I+- 12 0.37 147,602
I++ 221 6.90 227,552
M 971 30.31 29,559
N 220 6.87 228,150
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All 0 N/A N/A
D-- 0 N/A N/A
D-+ 0 N/A N/A
D+- 0 N/A N/A
D++ 0 N/A N/A
L 0 N/A N/A
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Gate Number %Gated X-Med
All 890 100.00 17,327
I-- 666 74.83 16,949
I-+ 202 22.70 17,909
I+- 3 0.34 168,732
I++ 19 2.13 192,382
M 205 23.03 17,980
N 19 2.13 192,382
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L 0 N/A N/A
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