
Viruel et al.—Applications in Plant Sciences 2018 6(12)—Data Supplement S5. 
DOI

Appendix S5. Representation of the number of sequences obtained for a locus vs. the number of different sequences 
obtained when genotyping SSRs through next-generation sequencing.

0 2000 4000 6000 8000

0
50

0
10

00
15

00
20

00
25

00

Number of reads by marker

N
um

be
r o

f d
iff

er
en

t s
eq

ue
nc

es


