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This file includes:

Supplemental Figure S1. Detection of YFPN-CIPK25, CBL4-YFPC and CBL9-YFPC fusion 

proteins in BiFC assay.

Supplemental Figure S2. qRT-PCR analysis of the expression levels of CIPK25 in shy2-24 line.

Supplemental Figure S3.  Relative transcript abundance of ARR1 and ARR12 in cipk25 and 

CIPK25OX seedlings.
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Fig. S1. Detection of YFPN-CIPK25, CBL4-YFPC and CBL9-YFPC fusion proteins in BIFC assay with 

polyclonal anti-GFP antibody. Agrobacterium tumefaciens (GV3101) infilterated tissue was loaded as 

control. Rubisco detected by Ponceau S staining of the blot.



0.0

0.5

1.0

1.5
CIPK25

shy2-24Col-0

N
o

rm
a
li
z
e
d

 f
o

ld
 e

x
p

re
s
s
io

n

Fig. S2. Normalized fold expression of CIPK25 in roots of 5 day-old Col-0 and shy2-24 seedlings as

determined by qRT-PCR. ACTIN2 expression was used as internal control. Values are mean SD± of four

biological replicates with 15 seedlings each.



Fig. S3. Normalized fold expression of Arabidopsis type B cytokinin response regulators ARR1 and

ARR12 were analyzed by qRT-PCR in roots of 5 day-old Col-0, cipk25 and CIPK25OX-1 seedlings.

ACTIN2 expression was used for normalization. Values are mean SD ± of four biological replicates with

15 seedlings each.
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