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Table 1. Differential expression of LCP1 and PRDX4 in normal tissue and primary
tumours for different cancer types. LCP1 and PRDX4 mRNA expression data were obtained
from the TCGA database and standardized mean differences (SMD) between normal tissue and
primary tumour expression were estimated along with corresponding standard errors (SE) and
95% confidence intervals (IoCl: lower limit, hiCl: upper limit). Additionally, random effects
estimate of overall pooled standardized mean difference (SMD) across all cancer types was
determined. Nnorm: normal tissue sample size, Nprim: primary tumour site sample size. Red:
significant upregulation, blue: significant downregulation, grey: non-significant difference.

LCP1 PRDX4

Cancer SMD se loClI hiCl SMD se loClI hiCl  Nnorm  Nprim

BCLA 0.08 0.23 -0.38 054 113 024 066 159 19 408
BRCA 0.20 010 0.01 040 093 010 073 1.13 113 1095
CESC 0.69 058 -0.45 183 007 058 -1.07 120 3 304
CHOL 0.02 037 -0.71 0.75 -208 043 -293 -1.24 9 36
COAD -102 017 -135 -068 190 0.18 155 226 41 285
ESCA 0.55 031 -0.06 116 018 031 -043 0.78 11 184
GBM 1.93 047 1.02 285 369 050 271 467 5 156
HNSC 0.28 016 -0.03 059 047 016 016 0.78 44 520
KICH -0.46 0.24 -0.93 000 -043 024 -0.89 0.03 25 66
KIRC 1.77 013 151 203 239 014 211 267 72 534
KIRP 0.67 019 0.30 1.04 105 019 068 142 32 291
LIHC -053 0.15 -083 -023 -0.78 0.15 -1.07 -0.48 50 371
LUAD -124 014 -152 -097 173 014 144 201 59 515
LUSC -148 0.15 -1.79 -118 156 0.15 126 1.86 51 502
PAAD | -158 051 -259 -058 088 051 -0.12 1.88 4 178
PCPG -0.46 0.58 -1.60 068 -025 058 -139 0.90 3 182
PRAD 046 0.14 0.18 075 106 015 077 135 52 497
READ -097 034 -163 -030 142 035 074 210 10 94
SARC 082 0.71 -0.58 221 127 071 -0.13 2.66 2 259
STAD 041 018 0.07 076 056 018 021 0.90 35 415
THCA 015 014 -0.12 042 020 014 -0.07 047 59 505
THYM -065 0.71 -2.05 075 078 071 -0.62 218 2 120
UCEC 020 022 -0.23 062 094 022 050 1.38 24 176

Overall -0.05 0.24 -0.53 043 082 020 043 121 725 7693




