Table A. Ratio of mutation in the transformant callus harboring pdxTALENSs.

mutant mutant
dMac3 WT Total
on 1 allele on 2 alleles
11 28
- 128 167
(6.6%) (16.8%)
34 37
+ 99 170
(20.0%) (21.8%)

Table B. Ratio of mutation in the transformant callus harboring piProdxTALENSs.

mutant mutant
glucocorticoid g § WT total
on 1 allele on 2 alleles
- 0 0 96 96
64
+ 0 42 106

(60.4%)
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attR1 attR2

CATGGAGTCAAAGATTCAAATAGAGGACCTAACAGAACTCG
CCGTAAAGACTGGCGAACAGTTCATACAGAGTCTCTTACGA
CTCAATGACAAGAAGAAAATCTTCGTCAACATGGTGGAGCA
CGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCT
CAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTA
ATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTG
TCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCT
ACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAA
GATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACC
CACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGT
CTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTA
AGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTC
CTCTATATAAGGAAGTTCATTTCATTTGGAGAGAACACGGG

GGACTCTTGACCTCTAGTAAGACTAAAGAGAGCTTTTTCAT

ACCAAAGAAGTACAACAAAAGATTTGCTCCTCATTTTCTGA
ATCCTGGGACTCTCTAGCCTGTAGAAGAAGAAAGGCAGGAA
TTTCAGCTCAAGAGAACAGATCACAATATTTACCCACGGCA

CTGTCTCGCAATE%QAGATCTGGTCTAGAGTTATCAACAAG
TTTGTACAAAAAAGCTGAACGAGAAACGTAAAATGATATAA
ATATCAATATATT TTAGATTTTGCATAAAAAACAGACT
ACATAATACTGT CACAACATATCCAGTCACTATGCAT

initiation codon
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CATGCCGGTCGACTCTAAAGGATCCGGGTGACAGCCCTCCG
ACGGGTGACAGCCCTCCGACGGGTGACAGCCCTCCGAATTC
AAGAGGATCCGGGTGACAGCCCTCCGACGGGTGACAGCCCT
CCGACGGGTGACAGCCCTCCGAATTCGAGCTCGGTATCCGG
GGATCTGTCGACCTCGATCGAGATCTTCGCAAGACCCTTCC
TCTATATAAGGAAGTTCATTTCATTTGGAGAGGACACGCTG

AAGCTAGTCGACTCTAGCATTTAAATAAGACTAAAGAGAGC

TTTTTCATACCAAAGAAGTACAACAAAAGATTTGCTCCTCA
TTTTCTGAATCCTGGGACTCTCTAGCCTGTAGAAGAAGAAA
GGCAGGAATTTCAGCTCAAGAGAACAGATCACAATATTTAC

CCACGGCACTGTCTCGCAATETGTGCGGACGTATTCTAGAG

TTATCAACAAGTTTGTACAA%FAAGCTGAACGAGAAACGTA
AAATGATATAAATATCAATATATTAAATTAGATTTTGCATA
AAAAACAGACTACATAATAC#GTAAAACACAACATATCCAG
TCACTATGCAT

initiation codon

Fig A. Details of pDual35S-dxGw1301 and pDualiPro-dxGw1301.
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Fig B. Detection of targeted mutation.



