A

covalent chromatin modification J
proteasome—mediated ubiquitin-dependent protein
catabolic process .

histone modification J

protein polyubiquitination .

proteasomal protein catabolic process .

cytoplasmic ribonucleoprotein granule
ribonucleoprotein granule J

ubiquitin ligase complex J

P-body .

cytoplasmic stress granule |

ubiquitin-like protein transferase activity .
ubiquitin—protein transferase activity J
ubiquitin—like protein ligase activity J
ubiquitin protein ligase activity J

proximal promoter sequence-specific DNA binding J

hsa-miR-30e-5p
S I —— 3

—log(p-value)
10 20 30

o

Ubiquitin mediated proteolysis
Oocyte meiosis

Cellular senescence .

p53 signaling pathway J

Cell cycle .

. B
Y
] 8

O
L ] 5

=
] .

m
] 3
] .

hsa-miR-30e-3p

—log(p-value)
10 20

o

regulation of chromosome organization J
chromosome segregation |

sister chromatid segregation

regulation of MRNA metabolic process .|

mRNA catabolic process .

nuclear chromatin |

nuclear speck
ribonucleoprotein granule |
cytoplasmic stress granule

cytoplasmic ribonucleoprotein granule

SMAD binding .|

ubiquitin-like protein ligase binding .|
protein phosphatase binding .
ubiquitin protein ligase binding J

transcription coactivator activity .

Cell cycle

Small cell lung cancer |

Chronic myeloid leukemia ]
Human papillomavirus infection |

TGF-beta signaling pathway .

] 3
Y
] 8
O

L] 5
=

] .
m

] 3
] .




hsa-miR-34b-5p
D —— 3

—log(p—value)
0 5 10 15 20

extrinsic apoptotic signaling pathway J
kidney development

renal system development

regulation of apoptotic signaling pathway J

urogenital system development J

extracellular matrix J

basolateral plasma membrane .
proteinaceous extracellular matrix .
protein kinase complex

receptor complex J

transforming growth factor beta binding J
growth factor binding J
signal transducer activity, downstream of receptor J

SMAD binding J

signal transducer, downstream of receptor, with
serine/threonine kinase activity

Transcriptional misregulation in cancer J
p53 signaling pathway .

Apoptosis

Colorectal cancer J

JAK-STAT signaling pathway

. BE
2
] 3

(@)
] 5

=
] .

m
] 3
] ’

hsa-miR-34b-

3p

—log(p—value)
5 10

o

reproductive structure development
reproductive system development
gonad development

histone ubiquitination J

morphogenesis of a branching epithelium J

cytoplasmic stress granule |
heterochromatin J

PcG protein complex J

transcription corepressor activity
ubiquitin—protein transferase activity
gamma-catenin binding J

SMAD binding .

ubiquitin-like protein transferase activity J

Endocrine resistance J

Hepatitis B J

Human T-cell leukemia virus 1 infection J

Kaposi sarcoma-associated herpesvirus infection J

Human cytomegalovirus infection J

L B
2
] 3
O

L ] 5
=

B |
m

] h
] .




C

proteasomal protein catabolic process J

proteasome—mediated ubiquitin-dependent protein

catabolic process T
positive regulation of cellular catabolic process J

positive regulation of catabolic process J

protein polyubiquitination J

centrosome

ubiquitin ligase complex J
ribonucleoprotein granule
midbody J

cytoplasmic stress granule

ubiquitin—protein transferase activity .
ubiquitin—like protein transferase activity .
ubiquitin protein ligase activity J
ubiquitin-like protein ligase activity J

ubiquitin protein ligase binding

Cell cycle

Protein processing in endoplasmic reticulum J
FoxO signaling pathway J

Cellular senescence

TGF-beta signaling pathway .

hsa-miR-106b-5p
S e ——— 3

—log(p-value)
10 20 30

o

I (s
Y
] 8

O
B 5

=
] .

m
] 5
] ;

hsa-miR-106b

-3p

—log(p—value)
5 10

o

regulation of apoptotic signaling pathway |

positive regulation of transcription from RNA
polymerase Il promoter involved in cellular -
response to chemical stimulus

protein—containing complex localization
negative regulation of apoptotic signaling pathway

viral gene expression 7

p53 binding .

nuclear hormone receptor binding .
ubiquitin protein ligase binding
ubiquitin-like protein transferase activity .

ubiquitin-like protein ligase binding

HIF-1 signaling pathway J
Prostate cancer .
Biosynthesis of amino acids J

Transcriptional misregulation in cancer J

oY)
Y
Q
O
L] 5
=
] .
m
] 3
T .




D

hsa-miR-130b-5p

o

—log(p—value)
5 10 15 20

ribonucleoprotein complex biogenesis .|

proteasome—mediated ubiquitin-dependent protein
catabolic process -

protein polyubiquitination
protein stabilization |

mRNA catabolic process .|

transcriptional repressor complex .
nuclear speck |

ficolin—1-rich granule lumen |
inclusion body .

ribonucleoprotein granule |

ubiquitin—protein transferase activity .
ubiquitin-like protein transferase activity .
ubiquitin protein ligase activity .|
ubiquitin—like protein ligase activity .|

helicase activity .

p53 signaling pathway .|

L
3
] 8
O

L] 5
=

A

m

()

()

hsa-miR-130b-3p

—log(p—value)
10 15

o
(63}
N
o

D S —

G1/S transition of mitotic cell cycle |
cell cycle arrest

cell cycle G1/S phase transition |
autophagy .

process utilizing autophagic mechanism

midbody

ribonucleoprotein granule

microtubule

cytoplasmic ribonucleoprotein granule |

nuclear speck .

double—stranded RNA binding .
cadherin binding |

protein C—terminus binding
phosphatase binding

protein phosphatase binding

Bacterial invasion of epithelial cells .
TGF-beta signaling pathway |
Endocytosis

Chronic myeloid leukemia |

Prostate cancer /|

0 BE
2
] 8

O
L] 5

=
] .

m
] 3
] .




E

hsa-miR-181a-5p

o

—log(p—value)
5 10 15 20

covalent chromatin modification |
histone modification .|

regulation of mMRNA metabolic process |
nuclear transport |

nucleocytoplasmic transport .|

focal adhesion

cell-substrate adherens junction
chromosome, centromeric region .
kinetochore |

vesicle coat |

ubiquitin-like protein transferase activity .
ubiquitin—protein transferase activity .|
mRNA 3'-UTR binding .

SMAD binding .

ubiquitin—like protein ligase activity .|

Colorectal cancer
Cellular senescence
Prostate cancer |

FoxO signaling pathway
Signaling pathways regulating pluripotency |

of stem cells

Bk
Y
B |8

O
L EeE

=
L e

m
L B
B |

hsa-miR-18

RNA splicing, via transesterification reactions

1a-2-3p

—log(p—value)
20

o
—_
L O
W
o

D ——

with bulged adenosine as nucleophile |

mRNA splicing, via spliceosome

RNA splicing, via transesterification reactions |
RNA splicing .|

mRNA processing .

spliceosomal complex .

nuclear speck .|

focal adhesion

cell-substrate adherens junction

actin cytoskeleton

ubiquitin—protein transferase activity .|
ubiquitin-like protein transferase activity .
catalytic activity, acting on RNA
cadherin binding .|

hormone receptor binding .

Spliceosome
Protein processing in endoplasmic reticulum _|

Ubiquitin mediated proteolysis .

Bk
Y
] 8
O
L] 5
=
1 .
m
] 3
(0]




F hsa-miR-181c-5p hsa-miR-181¢c-3p
O S 3

—log(p—value) —log(p—value)
5 10 15 20 0o 2 4 6 8

o

regulation of mMRNA metabolic process

positive regulation of mMRNA catabolic process .
positive regulation of cellular catabolic process J
regulation of mMRNA catabolic process J

positive regulation of catabolic process J

integral component of lumenal side of endoplasmic

hosphatase complex J ; -
phosp P reticulum membrane

protein serine/threonine phosphatase complex J lumenal side of endoplasmic reticulum membrane -

ribonucleoprotein granule | 8 P-body -

cytoplasmic ribonucleoprotein granule N

transcriptional repressor complex . -

mRNA 3'-UTR binding J -

ubiquitin—protein transferase activity -
ubiquitin-like protein transferase activity . % - %

transcription factor activity, RNA polymerase I

transcription factor binding 7

SMAD binding 4 -

Cellular senescence . -

Estrogen signaling pathway -
. - . . P Py
Protein processing in endoplasmic reticulum J E."l) - E."')
(0] o

Renal cell carcinoma J

Endocrine resistance




G hsa-miR-671-5p hsa-miR-671-3p
S 3

—log(p—value) —log(p-value)
0 5 10 15 20 0 3 6 9 12

neutrophil degranulation .

neutrophil activation J
neutrophil mediated immunity J
neutrophil activation involved in immune response .

response to endoplasmic reticulum stress J

cytoplasmic vesicle lumen J

vesicle lumen ]
secretory granule lumen
nuclear chromatin

extracellular matrix J

RAGE receptor binding
cell adhesion molecule binding .

transcription corepressor activity J

4N
E[

ubiquitin protein ligase binding .

ubiquitin-like protein ligase binding J

Cell cycle .

AGE-RAGE signaling pathway in diabetic
complications T

p53 signaling pathway .

Adherens junction

©O3IM
OLEN

Cellular senescence

JAK-STAT signaling pathway .

93)
D)




