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WT dand5 MTFQVGFFVLLSVTTIGAFPRNAFQOR EFHRHVAKDFESSGNGPDEPVRGSVRIVKLNPHE
LRRAAVSHVPFRNSPSRGAFPAFLAL GRPGPAILTHSKPAPQVSSSADRRKQGLEMWKKV
VHKSERKKEAVALRINPKDMNKQSCA AVPFTOQRITEEGCETVTVHNNLCYGQCSSMEVPS
SGGSHGOOKAQCTRCGPSRARSVLLH LRCGSEVRERRVLIVEECKCETSSEEAKVQONTDM
FNL*

SgRNA target GGACCAGACGAACCTGTTCG GGG

dand522%4 (4 bp del) MTFQVGFFVLLSVTTIGAFPRNAFOR EFHRHVAKDFESSGNGPDEPGDLSELSN*

WT spaw MOPVIACASFALFVLRVVDCVWIDKN GAFIKDHRTAFFGAYSSQFYPRYPLYMMQLYRDE
SGNKMLTTPASVDNPALHQSDEFVLSL TAQDCHQTEERWTVSEFDMSSLSASDNIQLSELRI
RLPAFSASRRVTVDIFHQHKQHCASD SVFCRNKKLEFLGSVKSVDVSQSSSSWRVENITEL
LOOWLIQGMDTPDRVTAPDYDQGSGS GSGDDFIESLTSSWPRKIQHPTAERVMIVVEYKE
TVTHSASSLMNTVAQSKYVTLNRPAD GTQGRRHKRNRVERMRMTDDRNVTGKPTPSEEQQ
ASLCRRVDMWVDEFDQIGWDEWIVHPK RYNAYRCEGECPSPLDETYNPTNHAYMQSLLKLY
QPERVSCPSCVPLRLSSLSMLYYEGD GVVMRHHEDMIVEECGCH*

SgRNA targets GTACCTTGGATAAAACTGGC TGG and AGTTATACAGAGACTTCAGC GGG

spaw?2% (49 bp del) MOPVIACASFALEFVLRVVDCVWIDKN GAFIKDHRTAFFGAYSSQAGIRC*

Table S1.

A) A 4 bp deletion in the first exon of dand5 (dand532°4) caused a frameshift in the protein, truncating it from 243
amino acids to 54 amino acids. B) A 49 bp deletion in the first exon of spaw (spaw??%®) truncated the protein from 404
amino acids to 49 amino acids.
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Fig. S1. Expression of spaw around Kupffer’s vesicle in WT, dand5, leftyl and dand5;leftyl mutants from 1-2 8‘
somite stage (SS) to 10SS. E
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Fig. S2. Scatterplots of spaw progression in the LPM in WT, dand5, leftyl and dand5;leftyl mutants. Linear
regression lines were fitted to the data from time points where expression had already initiated in the LPM. The slope
of the graph represents the rate of spaw propagation. Grey shadow represents the 95% confidence interval.
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