M aTFI | B SVDYNEPI | | KENGEI KVWWKI GELI DKI | E- NSENI RREG LE- - - | AKCKG EVI AFNS

M/UTFI | B SVDYSEPI | | KEKGE! KVWKI GELI DEI | K- NSKNVRKDG LE- - - | ARCKDVEVI AFDS
2cw7 SI LPEEW.PVLEEGEVHFVRI GEL| DRMVEENAGKVKREGETE- - - VLEVSGLEVPSFNR
1dg3 Cl DGKAKI | FENEGEEHL TTMEEMYERYKH- L- GEFYDEEYNRWG DVSNVPI YVKSFDP
M aTFI | B NY- KFKFMPVSEVSRHPVS- - - EMFEI VWEGNKKVRVTRSHSVFTI - RDONEVVPI RVDEL
MUTFI | B NY- KFKFMPVSEVSRHPVS- - - EMFEI VWEGNKKVRVTGSHSVFTV- KDNEVVPI RVDDL
2cw7 RTNKAELKRVKALI RHDYSG- - KVYTI RLKSGRRI KI TSGHSLFSV- RNGEL VEVTGDEL
1dg3 ESKRVWKGKVNVI VKYEL GKDVTKYE! | TNKGTKI LTSPWHPFFVL TPDFKI VEKRADEL
M aTFl | B KVGDI LVLAKELPNI EEDI E- - | D- === = === cemmmmcmeemeo e KKF- - - - SKI LGY
M/UTFI | B RVGDI LVLAKELPNI EEENA- - | D- -« = < ==« me e mm e o e e o KKF- - - - AKI LAY
2cw7 KPGDLVAVPRRLEL PERNHVLNLVEL LLGTPEEETLDI VM1 PVKGKKNFFKGMLRTLRW
1dg3 KEGDI LI GG - MPDGEDY- K- - Fl = === = = w = meemme o e e o F-D - - - YWAGF
M aTFl | B R = T 2 DDKKI - == - == - - -
M/UTFI | B I VSE- < mmmmmmmeeees GYY- e NEEKL- - - - - - - - -
2cw7 | FGEEKRPRTARRYLRHLEDL GYVRLKKI GYEVLDWDSLKNYRRLYEALVE- - - - - - - - -
1dg3 [:Yc > S o= DKYHSHVKGHEY! Y
M aTFl | B S VLSYDYNE- - - - = = = m e m e e e KEFI N- - - ET
MUTFI | B < ESFNCNK- = = - = = = = 2 s s e e REVI D- - - EV
2cw7 - NVRYNGNKREYLVEFNSI RDAVGH MPLKELKEWKI GTLNGFRVRKLI EVDESLA- - - KL
1dg3 DRLRI YDYR: - - - = = -« = s m o mm e e et | ETFEI | NDY
M aTFl | B | DYFKSLN- = - <= - e oo = - SDI TI YSKDLNI Q EVKN: - = = = == o c e e e e e KK
M/UTFI | B | SYFKSLK- = - - == =e o e n- SEI SI YNKNSDI Q EVKD- - = = = === == == m e e e = KE
2cw7 LGYYVSEGYARKQRNPKNGWSYSVKL YNEDPEVL DDVERL ASRFFGKVRRGRNYVEI PKK
1dg3 LEKTFGRK- = = = === == = - - - Y- - SI QKDRNI YYI DI KA- - - == = e o mmmomee e e RN
M aTFl | B <1 I N- LLKKL- R- - VKNKRI PSI | FKSPYEI KKSFI DGl FNGKD- - - - - A- - - - - KV- - -
M/UTFI | B <1 I N- I LKKL- G - | ENKRVPSI | FKSPYG KKSFI DGLFNGKD- - - - = T- = - - - KI - - -
2cw7 | GYL- LFENMCGVLAENKR! PEFVFTSPKGVRLAFLEGYFI GDGDVHPNK- - - - - RLRLS
1dg3 - | TSHYLKLL- E- - G DNG PPQ LKEGKNAVL SFI AGLFDAEG - - - - HVSNKPG ELG
M aTFl | B FVSKELAEDVI FLLLQ KENATI NKKSI NDI EVYEVRRI - = - = == == = - - T-oNe-o-e-
MUTFI | B FTSKELAEDAI FLLLQ KENAI LNKKI | KGI SVYEVKRI - = - === == = - - P--N

2cw7 TKSELLANQLVLLLNSVGVSAV- - - KLGHDSGVYRVY! NEELPFVKLDKKK- - N- - - - - -
1dg3 MVNKRL| EDVTHYLNALG KARI REKLRKDG DYVLHVE- - - - = = - = - - - EYSSLLRFYE
MAaTFI I B cecmmmcmcmeccecceaoeaos 2
MUTFI I B seemmmcecmeccec e L Y- o e e e e
20W7 el AYYSHVI PKEVL SEVFGKVFQKNVSPQTFRKMED
1dqg3 LI GKNL QNEEKREKL EKVL SNHKGGNFGL PLNFNAFKEWASEYGVEFKTNGSQTI Al | ND
Y T 1 = 1 = e TNRKLEKL| NSDFI FLKI KEI NKVEPT
MUTFII B ceommmommocmece o ee e NNRKLEKLI NSDFI FLKI KKI NKVEPT
2cw7 = T = KAQRLSWLI EGDVVLDRVESVD- VEDY
1dg3 ERI SLGQAHTRNRVSKAVL VKM, RKL YEATKDEEVKRM_HLI EG- - - LEWRHI T- TTNE
M aTFl | B SGYAYDLTVPNAENFVAG- FGGFVLHN T

MUTFI | B NGYAYDLTVPNAENFI AG- FGGFVLHN/ T

2cw7 DGYVYDL SVEDNENFLVG- FGLVYAHN

1dg3 PRTFYDLTVENYQNYLAGENGM FVHN/

Supplementary Fig. 1: A sequence alignment used for modelling



