IS6110 insert positions

Lightblue: forward. Red: reverse
. Length shows % depth for average.
Depth filter: DotS show number of the insertions
(Neighboring dots are shown at different
o . vertical positions)
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VNTR Download our customised 43 VNTR loci list in PDF or Excel format.

Coloring setting of TRs ® Rainbow color ©’Monotone Example  nyumber; Tandem repeats TRs).
in . Blue horizontal line: Read depth ratio to avg. depth.
Min: 1 s Max: 11 7.2 | Boxcolor: Corresporids to the TRs. 9-cep

Lower than the depth filter setting.

Depth Filter: 10 %

Gray box () indicates lower than the depth filter setting (%).
Black box (M) indicates no detection TR.

Stripe patterned box (#) indicates possible mixed number of TR.
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