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Figure S3. Correlation networks for 61 genera at baseline. SB means the sample collection time prior
to bowel prep, which is baseline. The strength of correlation was evaluated using Spearman correlation
coefficients. Red color means positive correlation, and blue color means negative correlation.

Bacterial names are arranged in descending order according to the percentage of sample present. The
correlation of 61 genera had different patterns between the Type 1 group and the Type 2 group.

||
R
ey “w‘*:i’é%&%g%@@»ﬁ e s
3 B



Type 1 (D7)
Cronobacter
Alistipes
Pseudomonas
Akkermansia
Catenibacterium
Anaerotruncus
Serratia
Janthinobacterium
Actinabacillus
Eggerthella
Escherichia
Sphingomonas
Citrobacter

Spearman
Correlation

-10 -05 00 05 1.0

Adlercreutzia
Enteracoccus
Desulfovibrio
Bulleidia

X Prevotella
Turicibacter
Acidaminococcus
Atopobium
Mogibacterium
Rothia
Paraprevolella
Enterobacter
Odoribacter
Holdemania
Haemophilus
Butyricimonas
Megasphaera

|
et =

it
- R
AT

B
[y

Dialister
Lactobacillus
Fusobacterium
Megamonas

II-I- B

Halomonas
Anaerostipes

Enwinia

Collinsella

Bilophila

Klebsiella
Bifidobacterium
Phascolarctobacterium
[Eubacterium]
Veillonella
Actinomyces

|
Dorea
Coprococcus | ]
[Ruminococcus]

Blautia
Clostridium
Ruminococcus
Roseburia
Streptococcus
Lachnaspira
Oscillospira
Parabacteroides
Sutterella
Faecalibacterium
Bacteroides

| | -l-.l.IIl-.:

E_H].- m.
w

Il.- I-I‘IJ

r.H
.'-“ "
-=I
o

i

=
=l
L T

| |
Il-l
H_u
|
]

Illlll

%
5
"
%
%
4
Yo
s
2%,
5
%
K
.

2,

N

&

%
G
O

DER e e e S
S OSSR T
P et S

5
G
b
S
X
-
%’s
o
@,
o7
i

A

S

4
y
i
Q
ef% ‘
%

Type 2 (D7)

Cronobacter
Alistipes
Pseudomonas
Akkermansia
Calenibacterium el
Anaerotruncus
Serratia n
Janthinobacterium Spearman
Actinobacillus Correlation
Eggerthella
Escherichia
Sphingomonas
Citrobacter

-10 05 00 05 10

Adlercreutzia
Enterocaccus
Desulfovibrio
Bulleidia

X Prevotella
Turicibacter
Acidaminococcus
Atopobium
Mogibacterium
Rothia
Paraprevotella
Enterobacter
Odoribacter
Holdemania
Haemophilus
Butyricimonas
Megasphaera
Dialister
Lactobacillus
Fusobacterium
Megamonas
Halomonas
Anaerostipes
SMB53
Erwinia
Collinsella
Bilophila
Klebsiella
Bifidobacterium
Phascolarctobacterium
[Eubaoterium]
Veillonella
Actinomyces
Dorea
Coprococeus
[Ruminacoceus]
Blautia
Clostridium
Ruminococcus
Roseburia
Streptococeus
Lachnospira
Oscillospira

HE
| |
[ ] ]
Parabacteroides | | | ] | ] [ |
Sutterella [ H B | | || |
Faecalibacterium || | | l ﬁ | l |
Bacteroides l | E | | 0 BN = [ ) | N | F
prevotella [l [ | H B . = | N = || |
KFd,

SBECR 025 DB OE 2D, \6‘(«:\\'{;\9\{0‘0 FERDE LAT OGS R E S S @UPOFOD BB S 5 D &
P

G PO G e & S e T

& < 3’D§

2.
e
ﬁ\&
=S
e 3

Figure S4. Correlation networks for 61 genera 7 days after colonoscopy. D7 means the sample
collection 7 days after colonoscopy. The strength of correlation was evaluated using Spearman
correlation coefficient. Red color means positive correlation, and blue color means negative
correlation. Bacterial names are arranged in descending order according to the percentage of sample

present.
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Figure S5. Correlation networks for 61 genera 28 days after colonoscopy. D28 means the sample
collection 28 days after colonoscopy. The strength of correlation was evaluated using Spearman
correlation coefficient. Red color means positive correlation, and blue color means negative correlation.
Bacterial names are arranged in descending order according to the percentage of sample present.



