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E-value distribution

A

Pooled E. spinax transcriptome
(119,749 unigenes)

Ventral skin E. spinax
transcriptome
(93,569 unigenes)

54,196 hits to NR

Taxonomy-based filtration
(i.e., only Eucaryotes excluding Plantae)

v

C Reference E. spinax
transcriptome
(104,390 unigenes)

38,836 hits to NR

D

Reference E. spinax
transcriptome
(104,390 unigenes)

3%
8%
11 %

11 %

48,063 hits to NR

Eye E. spinax transcriptome
(94,365 unigenes)

5%
37,920 hits to NR

B Callorhinchus milii O Anolis carolinensis

B Latimeria chalumnae 0O Alligator mississippiensis
m Lepisosteus oculatus O Others

O Chrysemys picta B Bradyrhizobium sp

B Xenopus tropicalis B Hordeum vulgare

O Chelonia mydas
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