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Supplemental Figure S4. Breakpoint characteristics of nonhomologous recombination
(NHR) versus other CNV formation mechanisms. Physical DNA sequence properties at CNV
breakpoint junctions were inferred from reads mapping at breakpoints, giving estimates of DNA
flexibility (average twist angle among overlapping dinucleotides), helix stability (average
dissociation free energy among overlapping dinucleotides), and GC content (ratio of GC to AT).
Breakpoint properties suggest that NHR is associated with fragile sites susceptible to double
strand breaks.



