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Figure S2 — Nucleosome occupancy around all TSS in yeast does not change in response to
UV irradiation. A) Composite plot of nucleosomes positions relative to all TSS (n = 5,171).
Genome-wide MNase-seq data was used to aggregate nucleosome positioning in relation to
TSS positions in wild type cells before and after UV irradiation. B) As described in (A), but
now presenting data from RAD16 deleted cells. C) UV-induced changes in nucleosome
positions at the DNA damage inducible gene RADS51, shows sliding of nucleosomes after
irradiation. D) As described in (C), here displaying the UV-induced nucleosome sliding

around RAD51 still observed in RAD16 deleted GG-NER defective cells.



