Rad16 occupancy at GCBS with boundary
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Figure S8 — GG-NER complex binding to chromatin around GCBS-associated CID
boundaries in relation to promoter regions. Genomic positions of GCBS-associated CID-
boundary regions were used to plot the genome-wide Abf1 ChIP-seq and Rad16 ChlP-chip
data (Yu et al. 2016) at TSS’s to map the location of complex binding in relation to gene
structure and nucleosome positions at these genomic locations. Redistribution of Rad16, 30
minutes after UV irradiation is shown in green. The grey nucleosome trace represents
nucleosome occupancy in the absence of UV irradiation at these loci. The y-axis represents

the Z-score to compare data from different platforms in the same plot.



