>

FigS3

-Log,, (adjusted p-value)

3h 6h B
repressed induced repressed induced
(2656) _ (3164) (4568) ‘ (4224) NR4A1 FOS D2
200 .. oE 200 | i
100 e 100 -.; i No stress w1k .|J.L ™ L‘L.n.l " . L.kllLLlﬁ..
NaCl n | .Lh.l“ln i iln..l.lm.hl
HHim ——o—Ha
|—> |—>
0 ' 0 ¢
5025 0 25 50 40 0 4.0
Log, (NaCl/No stress) Log, (NaCl/No stress)
PRLR locus TRPS1 locus MED13L locus
— — —
TES TSS TES TSS TES TSS
Nostress | | Ascessiebed homsesg s il | ke |
Nostress | 11 . Asishidd o el aiii] | kel
NaCl | | e . T Y PR TR .
NaCl | ol .. | b T .
E MED13L F
TSS 180kb TES 90kb c-fos
I ——— - <
30 min -
Pol Il NaCl 60 min
18 _ - NaCl No Stress
N 1'4 i NaCl 15'
140 1 i * " = mNaCl 30
2 10l 100 25 1 No Stresls 800 - = NaCl 60'
..a 06 ns mNaCl 30 700 J
o T ] mNaCl 60'
<02} 1 _ 75 1 s _ 600
1.8 — n? 25 A 25 A :?500-
14} 4 <50 A J
& y 2 50 T < 400
o 10r T - ® 300 -
S 06 e A
z 06 =77 25 1 T = 200 -
0.2F . 4 - T
01 TES 0.2 100 1
0 - 0 0 0 - 0
TSS 180kb TES+50kb TES+90kb TsS
G
3,57 PRLR downstream 120 1 MED13L downstream
~ 31 — J
5 % 100
2
5%*° §% 80
89 2 39
3 > 3 >
T 2 c o 60 -
£o 15 - o
o2& ol
28 2§ 401
S 5]
=05 - = 20
0 0

No stress NaCl 1h NaCl 3h No stress NaCl 1h NaCl 3h



Figure S3. Global transcriptional changes upon hyper-osmotic shock. A) Volcano
plots constructed from RNA-seq data obtained at 3 and 6 h of osmostress (110 mM
NaCl). All genes that are significantly up- or down-regulated in stressed samples
compared to control are highlighted as blue dots. B and C) Coverage profiles of Pol 1l
occupancy at the indicated genes in control and 1 h NaCl-treated cells visualized using
IGV (110 mM NaCl). Arrows indicate gene orientation. TSS: Transcription start site;
TES: Transcription end site. D) DeepTools' k-means clustering of Pol 1l ChlIP-seq
signals of the second replicate (R2) around the TES of genes with detected Pol Il run-
off. E) Top: Schematic of the MED13L locus. The lines at the bottom represent the
expected Pol Il position at the indicated time based on the elongation transcription rate
in vivo. Below: Pol 11 ChlIP results of time course experiments across the MED13L locus
analyzed using qPCR (SEM of N=3, * p<0.05, ** p<0.005, *** p<0.0005; Student's t-
test). F) ChlP results of Pol Il at the TSS of c-fos in response to stress at indicated times
as analyzed using qPCR (SEM of N=3). G) RNA expression levels of downstream
regions of PRLR and MED13L in response to stress at indicated times as analyzed using

gPCR (SEM of N=3).





