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Figure S8. Supplementary additional information.. A) Immunoblot of pp38, p38
MAPK, pMSK1 and MSK1 at indicated times after NaCl treatment. B) and C) Fraction
of reads in peaks for CTCF (B) and RAD21 (C) samples with and without osmostress
calculated by ChIPQC. Lower values indicate a worse signal-to-noise ratio. D) RNA
expression levels of NR4A1 and FOS in response to stress (60 min) in the absence or
presence of transcription inhibitor (Triptolide 500 nM, for 2 hours before stress)
analyzed by qPCR (SEM of N=2). E) Representation of immunofluorescence images of
no stress, 1h NaCl-treated or recovery (NaCl 60 min+ isotonic 60 min) conditions for
CTCF, RNA Pol Il or DAPI. F) Immunoblot of PAR and Ser/Thr after
immunoprecipitation with CTCF or corresponding inputs in no stress, NaCl or recovery

conditions (NaCl 60 min+isotonic 60 min).





