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Figure S2: Annotated MS/MS spectra from de novo sequencing. 

MW 908.4238  LC-MS/MS   ALC=82% 

 

MW 962.4813  LC-MS/MS   ALC=69% 

 

MW 990.5163  LC-MS/MS   ALC=71% 
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MW 990.5163  LC-MS/MS   ALC=65% 

 

MW 1006.5114  LC-MS/MS   ALC=60% 

 

MW 1008.4694  LC-MS/MS   ALC=67% 
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MW 1021.5575  LC-MS/MS   ALC=54% 

 

MW 1068.5733  LC-MS/MS   ALC=90% 

 

MW 1068.5733  LC-MS/MS   ALC=89% 

 

 



S6 
 

MW 1094.5280  LC-MS/MS   ALC=73% 

 

MW 1106.5081  LC-MS/MS   ALC=98% 

 

MW 1106.5255  LC-MS/MS   ALC=71% 

 



S7 
 

MW 1112.5974  LC-MS/MS   ALC=81% 

 

MW 1112.5974  LC-MS/MS   ALC=73% 

 

MW 1159.6191  LC-MS/MS   ALC=92% 
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MW 1170.6070  LC-MS/MS   ALC=91% 

 

MW 1170.6070  LC-MS/MS   ALC=89% 

 

MW 1170.6070  LC-MS/MS   ALC=78% 
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MW 1170.6070  LC-MS/MS   ALC=75% 

 

MW 1170.6070  LC-MS/MS   ALC=56% 

 

MW 1175.5925  LC-MS/MS   ALC=69% 
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MW 1179.6039  LC-MS/MS  ALC=86% 

 

MW 1186.5763  LC-MS/MS   ALC=70% 

 

MW 1192.5108  LC-MS/MS   ALC=62% 
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MW 1300.6790  LC-MS/MS   ALC=52% 

 

MW 1300.6790  LC-MS/MS   ALC=53% 

 

MW 1308.6282  LC-MS/MS   ALC=83% 
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MW 1342.6713  LC-MS/MS   ALC=67% 

 

MW 1376.7577  LC-MS/MS   ALC=51% 

 

MW 1728.9683  LC-MS/MS   ALC=53% 
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Figure S3: Annotated MS/MS spectra of unique peptides. 

m/z 1132.53084, Wound-inducible Basic Family Protein       MALDI-MSI  

LC-MS/MS -10lgP=24.3 

 

m/z 1162.59554, Low-temperature Inducible/ Nodulin-like Protein           MALDI-MSI  

LC-MS/MS -10lgP=29.2 

 

m/z 1171.62114, 60S Ribosomal Protein L30           MALDI-MSI 

LC-MS/MS -10lgP=27.54 
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m/z 1180.62144, Carboxy-terminal Region Remorin                    MALDI-MSI 

LC-MS/MS -10lgP=32.68 

 

m/z 1293.67314, Ferritin            MALDI-MSI 

LC-MS/MS -10lgP=27.38 

 
LC-MS/MS -10lgP=27.38 
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m/z 1483.75454, Ribulose Biphosphate Carboxylase/ Oxygenase Large Chain Domain Protein 

MALDI-MSI     

 

 

LC-MS/MS -10lgP=35.64 

 

 

m/z 1976.02434, Basic 7S Globulin/ Peptidase A1, Pepsin      MALDI-MSI 

LC-MS/MS -10lgP=29.66 

 

 

 


