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Supplemental table 1. Multiplexed mass spectrometry reveals that BirAR118G-Rad18 preferentially

biotinylates DDR proteins following irradiation. The biotinylation assay was carried out as described in the

methods section followed by MS (technical duplicate). Biotinylated proteins with less than two peptides were

excluded. The dataset for BirA
R118G

-RAD18 was normalized to the dataset of BirA
R118G

-GFP. The ratio of

BirA
R118G

-RAD18 (Biotin + IR) over BirA
R118G

-GFP (Biotin + IR) was calculated and only the biotinylated proteins

with a ratio of ≥1.3 were considered. Proteins were then ranked based on descending order of the ratio of BirA
R118G

-

RAD18 (Biotin + IR) over BirA
R118G

-RAD18 (Biotin - IR). The p-values were determined for each protein followed

by a z-score analysis. Only proteins with a z-score ≥2 were considered. Proteins highlighted in red, yellow and blue

are known DDR proteins, proteins indirectly linked to DDR, or an uncharacterized protein, respectively.
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Entry Protein_name # peptides
Average ratio (BirA*GFP 
Biotin + IR)/(BirA*Rad18 

Biotin + IR) ratio above 1.3
P value

P22670 MHC class II regulatory 
factor RFX1 2 1.430833674 0.073724535

Q8IVM0 Coiled-coil domain-
containing protein 50 5 1.773655911 0.080727133

Q8IU81 Interferon regulatory factor 
2-binding protein 1 2 1.632965357 0.088136168

P50479 PDZ and LIM domain 
protein 4 9 1.930271679 0.102811944

Q8IZ21 Phosphatase and actin 
regulator 4 2 2.126480984 0.10322152

Q16630
Cleavage and 

polyadenylation specificity 
factor subunit 6

3 1.351906761 0.115516788

Q9ULU4-11 Isoform 11 of Protein kinase 
C-binding protein 1 8 1.550534173 0.144797445

Q96KR1 Zinc finger RNA-binding 
protein 14 2.382830666 0.152050352

Q96PV6 Leukocyte receptor cluster 
member 8 5 1.661165384 0.161373721

Q15942 Zyxin 11 3.686219925 0.187217857

Q15637-5 Isoform 5 of Splicing factor 
1 9 1.736531068 0.187379903

P05412 Transcription factor AP-1 4 1.659432134 0.196817003
P54259 Atrophin-1 4 1.855896859 0.198955126

Q9H0W8 Protein SMG9 2 2.770152429 0.238132297
Q13371 Phosducin-like protein 2 1.353596924 0.257799919

P23588 Eukaryotic translation 
initiation factor 4B 6 2.991465836 0.259043263

Q14156 Protein EFR3 homolog A 2 1.694267035 0.271922006
P49757 Protein numb homolog 12 2.87602877 0.273134178
O43303 Centriolar coiled-coil protein 

of 110 kDa 3 1.581254127 0.27888867

Q9UNF1 Melanoma-associated 
antigen D2 9 1.733862072 0.296969196

Q969G3
SWI/SNF-related matrix-

associated actin-dependent 
regulator of chromatin 
subfamily E member 1

5 1.84583864 0.310089533
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Supplemental table 2. Multiplexed mass spectrometry reveals that BirAR118G-GFP does not preferentially

biotinylate DDR proteins following irradiation. The biotinylation assay was carried out as described in the

methods section followed by MS. Biotinylated proteins with less than two peptides were excluded. The ratio of

BirAR118G-GFP (Biotin + IR) over BirAR118G-RAD18 (Biotin + IR) was calculated and only the biotinylated

proteins with a ratio of ≥1.3 were considered. The p-values were determined for biotinylated proteins and ranked

in descending order.
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