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Supplemental figure 2.

A-D) Chromatin immunoprecipitation efficiency and specificity was determined for antibodies using the Epicypher SNAP-ChIP K-MetStat
panel spike-in. The relative enrichment over input is shown for nucleosomes containing unmethylated Histone H3 and Histone H3 mono, di-

or tri-methylated on Lysine 4, 9, 27 or 36. Green bars indicate the relative enrichment of nucleosomes containing the expected target modifi-
cation for the respective antibody. Red bars indicate the relative enrichment over input for off-target modifications.



