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Figure 3
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Figure 6
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Supplementary Figure 2

a b E 08
g -=- meltl14 tf
mettl14 f/f mettl14 f/f:  mettl14 f/+; 2 .- — mettl14 tF nes-cre
nes-cre nes-cre o ~* mettl14 f/+; nes-cre
N~
~60 KD | " sl & & = o |anti-Mettl14 L 04
§ L kkkk
8 02
37 KD | e s s wn o ane o o s | anti-Gapdh 2
2
Day 0 3 6
mettl14 f/f mettl14 f/f; mettl14 f/+;
c nes-cre nes-cre
)] A “a
3 E
©
o
5| . Apoptotic ]
8- m T T T Illlllla T T IIIIII|‘ T IIIIIII T _—|'|'|'|'|'|'|'|'|'I'|'I||||||II|2 T T IIIIII|3 TT Illllll‘ TR IIIIII|s T T T IIIIIII TT IIIIlll‘ T T IIIIIII T
6: o 10 10 10 10 1] 10 10 10 10 10 10 10
>
Annexin V - FITC
d e
8 ® mettl14 f/f % 60 ns ® mettl14 fff
= mettl14 f/f: nes-cre o mettl14 f/f; nes-cre
o A mettl14 f/+; nes-cre t v - A mettl14 f/+; nes-cre
3 61 o T 40+
8 ns Zo
NEEE: S F LT
§ " [ ° 5 20+
< e
: E -
S
o °
f ’6\"\ Q'.QQO Q;ﬂ
& Q\%q PPN
R KT R &
D N D @Q ,&'\ “AQ’ ;
((@ ((\e () (<\ & @g o@ G@v’
& & & I
- TIPS
- = (anti-Flag ,\b:\\ b:\\\ ,\b:\\ b:\\ @Ql(‘
e’& e’&\ é& e\’&\ \'ZQ
Flag-Mettl14_] P SRR <
~60 KD Mettl14™] "= anmn anti-Mettl14 -
Mo e e
37 KD T = s =] anti-Gapdh 25 ng . . e




Supplementary Figure 2

h i

J
156 = N 60 =
—_ (9] Tp) —
: > 5 5 8 50 4 = Sor
E shAIkbh5-1 =~ » —— shAlkbh5-1
10 = 5 l
Z 3 4 shAKkbh5-2 & &b b 2 40 == shAlkbh5-2
S 30 4
s ~50 KD! anti-Alkbh5 ‘5
2 05 = 5 20
Q *kkk *kkk -g
: g 5 KO ] s covan =
0.0 7 0 T T 7
Alkbh5 0 3 6
k | m
1.5m 60 - =& Scr
5 Scr T c; = == shFto-1
3 B shFto-1 . I = 507 —%— shFto-2
< 1.0m e o)
2 104 F A shFto2 h 0 O 2 40
- 8 30
'-o% 05- *kkk *khkk g 20 b
[+
© £ 10 +
& o 37 KD- ant-Gapdh 2
0.0 , 0 .
Fto 0 3 6



Supplementary Figure 3
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Supplementary Figure 4

meéa (+) -

e

4

a b
down-regulated genes in Mett/14 KO E14.5 NSCs
Gene ontology term  Gene count GO term size P value
M phase 78 283 7.34E-20
DNA metabolic proces: 218 421 1.11E-20
cell cycle phase 212 328 1.31E-21 -
chromosomal part 163 318 1.86E-22 %
cell cycle process 176 393 3.36E-22 E
chromosome 98 378 7.96E-25 o
cell cycle 140 611 8.24E-28 o
|
S
up-regulated genes in Mettl14 KO E14.5 NSCs £
Gene ontology term Gene count GO term size P value
neuron projection development 29 218 2.12E-03
cell morphogenesis involved in differentiatic 29 212 1.39E-03
axonogenesis 25 163 1.33E-03
neuron projection morphogenesis 27 176 5.90E-04
Cc
= Gsk343 C646
]
[0}
3 1.5 ® DMSO 45.
[}
g T ;f' W 1.25uM
c %.. ﬁ'
> 1.04 A 25uM FIEL
o 1.0 1.0 e - =
° vV 5uM
<
i)
5057 0.5
[0}
o
=
©
0.0
99 0.0
o
e
<

Up-Reg vs No-chg: P = 0.27

No~lchg

DMSO
1.25 uM
2.5uM
5uM

0.5 -

Up—lreg Dowrl1—-reg
M14-Mutant vs Wildtype Fold—change

MM-102

h%*%

0.0

4> RO

DMSO
0.625 uM
1.25 uM
2.5uM



Supplementary Figure 5
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