Cluster 1 (75 GO Terms): Cellular aromatic compound metabolic process
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Cluster 2 (108 GO terms): Organic acid metabolic process
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Cluster 3 (83 GO terms), part 1: Anatomical structure development
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Cluster 3 (83 GO terms), part 2: Anatomical structure development
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Cluster 3 (83 GO terms), part 3: Anatomical structure development
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Cluster 4 (42 GO terms): Response to organic substance
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Cluster 5 (40 GO terms): Organic substance metabolic process
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Cluster 6 (99 GO terms), partl: Regulation of biological process
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Cluster 6 (99 GO terms), part 2: Regulation of biological process
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Cluster 6 (99 GO terms), part 3: Regulation of biological process
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Cluster 7 (41 GO terms): Transport
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Cluster 8 (36 GO terms): Cellular component organization
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Cluster 9: (87 GO terms) Cell cycle process

s S
nuclear chromoigﬂﬁ
mitotic 8 e

re
regulation of cellul
TR

P
negative regulation of mi

Downregulated

Upregulated

enzyme Iinké 1t i it
I gl I
negalive oo AR obbEEIY
actp flpois
actin: C f
ne%%”_iﬁﬂ | BH % 4
positive FE%B% i S
transmembrane receptor ' 1]
posiﬁ@g' {)
L €9
regulation of FARSMEMBFAAE FEEERISK BrIEIA EEFIH%@@E@@Q@%H H
negative H] F

regulation i g
rr.e{:;ulatifélal : i
negativ
ne%ativi]m [

PERK-mediated é
endoplasmic retic

DX Tttt

11k
e

ofhane
[ N
Iiim.

]
.

Hiﬁny Mule Mus&:ovyPekin

Hifmy Mule Mus:::ovyPeTkin

Count
@ 100
@ =0

p.adjust
0.03
0.02

0.01



Cluster 9 (87 GO terms), part 1: Cell cycle process
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