Supplementary Material

Supplementary Table 1. Statistics of RNA-seq datasets and SAGs of 150 groups in SAGD.

sample
sample_M sag_F_ sag_M_ sex Xorz XorZ percent_Xo percent_Xo
sagd_id* species Project? tissue stage _F_nu
_num?* num® num® chromosome’ _F® e rZ_FY° rZ_Mmu
m3
SAGD_00139 Bos taurus SRP052656 fat adult 5 5 10 8 XY 0 6 0.0 75.0
SAGD_00140 Bos taurus SRP052656 liver adult 5 5 12 11 XY 0 6 0.0 54.5
SAGD_00141 Bos taurus SRP052656 muscle adult 5 4 18 14 XY 1 6 5.6 429
SAGD_00142 Bos taurus SRP052656 pituitary gland adult 5 5 7 27 XY 0 7 0.0 259
SAGD_00099 Caenorhabditis brenneri SRP016006 whole body adult 3 3 3583 5465 NA NA NA NA NA
SAGD_00110 Caenorhabditis elegans SRP034667 whole body adult 4 4 1227 3345 XY 275 228 224 6.8
SAGD_00156 Caenorhabditis elegans SRP062096 gonadal precursors larva 5 5 21 89 XY 4 18 19.0 20.2
SAGD_00157 Caenorhabditis elegans SRP062096 whole body larva 5 5 3 2 XY 1 0 333 0.0
SAGD_00100 Caenorhabditis japonica SRP016006 whole body adult 3 3 1855 3384 NA NA NA NA NA
SAGD_00101 Caenorhabditis remanei SRP016006 whole body adult 3 3 2799 4485 NA NA NA NA NA
SAGD_00136 Danio rerio SRP046222 brain adult 2 2 3 14 NA NA NA NA NA
SAGD_00023 Drosophila ananassae SRP006203 whole body adult 2 2 295 2406 NA NA NA NA NA
SAGD_00134 Drosophila melanogaster SRP045429 whole body adult 10 10 1000 5046 XY 252 575 25.2 11.4
Adult whole organisms without
SAGD_00161 Drosophila melanogaster SRP069203 adult 20 20 196 1725 XY 46 190 235 11.0
gonad
abdomen without digestive or
SAGD_00183 Drosophila melanogaster SRP108530 adult 6 6 191 131 XY 37 19 19.4 14.5
reproductive system
digestive plus excretory
SAGD_00184 Drosophila melanogaster SRP108530 adult 8 8 50 59 XY 13 13 26.0 22.0
system
SAGD_00185 Drosophila melanogaster SRP108530 genitalia adult 8 8 270 563 XY 48 74 17.8 131
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SAGD_00120 Rattus norvegicus SRP037986 kidney child 4 4 6 9 XY 50.0 0.0
SAGD_00121 Rattus norvegicus SRP037986 liver adult 12 12 43 90 XY 9.3 2.2
SAGD_00122 Rattus norvegicus SRP037986 liver child 4 4 32 21 XY 12.5 4.8
SAGD_00123 Rattus norvegicus SRP037986 lung adult 12 12 3 12 XY 100.0 0.0
SAGD_00124 Rattus norvegicus SRP037986 lung child 4 4 32 18 XY 9.4 0.0
SAGD_00125 Rattus norvegicus SRP037986 spleen adult 12 12 3 12 XY 100.0 0.0
SAGD_00126 Rattus norvegicus SRP037986 spleen child 4 4 9 34 XY 33.3 2.9
SAGD_00127 Rattus norvegicus SRP037986 thymus adult 12 12 16 21 XY 18.8 0.0
SAGD_00128 Rattus norvegicus SRP037986 thymus child 4 4 3 5 XY 100.0 0.0
SAGD_00179 Rattus norvegicus SRP100621 ventriuclar myocytes adult 5 6 21 47 XY 14.3 8.5
SAGD_00190 Rattus norvegicus SRP110541 Extensor digitorum longus adult 6 6 24 11 XY 0.0 45.5
SAGD_00191 Rattus norvegicus SRP110541 Soleus adult 6 6 12 23 XY 333 0.0
Notes:

! Identifier for SAGD;
2 SRA project accession for the group;

3 Number of female samples in the group;

4Number of male samples in the group;

5Number of female-biased genes in the group;
6 Number of male-biased genes in the group;
7 Sex determination system in the species. NA: No sex chromosome can be identified in the reference genome;

8 Number of female-biased genes on the X or Z chromosome;

2 Number of male-biased genes on the X or Z chromosome;

10 percentage of female-biased genes on the X or Z chromosome;

11 Percentage of male-biased genes on the X or Z chromosome.



Supplementary Table 2. Sex bias comparison among somatic tissues of human adults.

tissue SAG_num! SAG_M_num? SAG_F num® M_M_num* F_F num® retained_num® retained%’
skeletal muscle 46 26 20 12 1 13 28.3
skin 590 531 59 42 13 55 9.3

liver 903 556 347 41 18 59 6.5

whole blood 126 83 43 2 1 3 2.4
thyroid gland tumor 71 60 11 20 2 22 31.0
bone marrow 7 6 1 0 1 1 14.3
hippocampus 30 21 9 8 3 11 36.7
blood 54 42 12 19 2 21 38.9

lung 359 272 87 34 7 41 11.4

Notes:

I Number of SAGs, including male-biased genes and female-biased genes, in the tissues;

2Number of male-biased genes in the tissue;

3 Number of female-biased genes in the tissue;

4Number of male-biased genes in the tissue with male-biased expression in at least one of the other tissues of human adults;

5Number of female-biased genes in the tissue with female-biased expression in at least one of the other tissues of human adults;

6 Number of SAGs in the tissue with shared sex bias in at least one of the other tissues of human adults. It is the sum of M_M_num and F_F_num;
7 Percentage of SAGs in the tissue with shared sex bias in at least one of the other tissues of human adults.



Supplementary Table 3. Sex bias comparison between adult somatic tissues of human and other species.

Species ortholog_num! SAG_M _num? SAG_F num® M_M_num* F_F_num® retained_num® retained%’

Chimpanzee 24285 1684 1916 45 20 65 1.8

Macaque 22054 1541 1755 19 8 27 0.8

Mouse 20157 1612 1849 195 123 318 9.2

Rat 19585 1565 1792 62 49 111 3.3

Cow 19749 1572 1786 14 9 23 0.7

Horse 18824 1545 1751 4 2 6 0.2

Chicken 15610 1287 1524 23 106 129 4.6
Notes:

1 Number of human genes with orthologs in the species;

2Number of human male-biased genes with orthologs in the species;
3 Number of human female-biased genes with orthologs in the species;

4Number of human male-biased genes with male-biased orthologs in the species;

5Number of human female-biased genes with female-biased orthologs in the species;

6 Number of human SAGs with shared sex bias in the species. It is the sum of M_M_num and F_F_num;

7 Percentage of human SAGs with shared sex bias in the species [100Xretained_number/(SAG_M_num+SAG_F_num)].



