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Exon 2 p.L151F

...CATCCC TTGAAG CTGGTGGTAACTCGAGCG TTGATGATTACT GCA GAT...
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CAT CCC TATATTCTAGCT....

H P Y I L A
Exon 3
A
Exon 2~ p.G191R N Exon 4
GCG GAG CAT CCC TTGAAG CTGGTA...... GGA&:C ACG TTACTAATA GCA GGTACC CCA GGA
A E HP L K L V...G A T L LI A G T P G
Exon 2 e T Exon 4

GCG GAG CAT CCC TGTACC CCA GGA
A E H P C T P G

Exon 4
Exon 3 p.G198A / P.G198D Exon 5
TTACTAATA GCA GGTACC CCA GGA....... ATA CTTTTTAAA GATGTTGGACCTGAG
L L I A G T P G ..1 L F KD V G P E

TTACTAATA GCA GATGTTGGACCTGAG
L L I A D V G P E

Fig. S3. Precise nature of aberrant transcripts as deduced by DNA sequences and predicted exon fusions.
Arrows and brackets indicate the position of mutations and the nucleotides/amino acids lost with each
mutation, respectively.



