
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

  
Fig. S3. Precise nature of aberrant transcripts as deduced by DNA sequences and predicted exon fusions. 
Arrows and brackets indicate the position of mutations and the nucleotides/amino acids lost with each  
mutation, respectively. 


