
Forward Reverse
enJSRV-‐6 ccagttccagaagggaagggag caggggaataactggtgctacct 1:239929928-‐239926832 Y
enJSRV-‐7 tgtgcacacgtggtgggagtc actcgagaggaagcacgagggtc (multiple	  locus	  amplified) N
enJSRV-‐8 tcagtggatcaatggtctgcga tgggtgagcatgcacacacg 3:139105810-‐139106319 Y
enJSRV-‐15 gtgggaagaaattgcttggtacac ccataagggtggtatcgtctgca (Sequence	  not	  detected) N
enJSRV-‐16 tgctcagtttcccaggtgccca gtgcaagagctagagctggaagg UnplacedScaffold_004083582.1:13920-‐14138 Y
enJSRV-‐18 gggaagattcgtttcttaggcgctc atgaaccggactccatggcag 11:32040949-‐32041591 Y
enJS5F16 ggataagctacactataaaaccaaag ccatatgtagggattggggggtg 15:42218266-‐42211217 Y
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TABLE	  S2.	  Summary	  of	  information	  unsed	  to	  validate	  the	  enJSRV	  insertion	  scan	  procedure.


