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Supplementary Figure 1 - Gating Schematics for FACS Data

Growth Curve Analysis (Fig. 1b and Extended Data Fig. 1d) - Refer to Materials and Methods for 
Experimental Design

Gating for Live Single Cells 
P1 Population P2 Population

P1
62.6% P2

98%

Live 
75.6%

SS
C

-A
re

a

FSC-Area

FS
C

-H
ei

gh
t

FSC-Width Calcein AM - BB515 Area

Et
hi

di
um

 H
om

od
im

er
-1

PE
-C

F5
94

 A
re

a

Gating for CountBright Absolute Counting Beads

Beads 
Gate 1
1.85%

Beads 
Gate 
Final
99.9%

SS
C

-A
re

a

BV421 - Area

SS
C

-A
re

a

BB515 - Area

Beads Gate 1 Population

Cell Cycle Analysis (Fig. 1c and Extended Data Fig. 1e) - Refer to Materials and Methods for Experi-
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Apoptosis Analysis (Fig. 1d and Extended Data Fig. 1f) - Refer to Materials and Methods for 
Experimental Design
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Supplementary Figure 2 - Uncropped Western Blots
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Fig. 1f: 
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Figure 1e Uncropped Blots Control Lanes:

+Lane (Positive Control)= wild type mESCs treated with 1uM Doxorubicin for 6hrs
-Lane (Negative Control)= wild type mESCs treated with DMSO (vehicle control) for 6hrs



Fig. 4d: 
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Notes: 
(1) Control lane = lysate from untagged, Cdk12Δ cells (+Dox) shown as an antibody 
      specificity control.
(2) Second, independently-derived endogenous V5-tagged ATM clone also shown.
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Fig. 4e (cont.): 
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Extended Data Fig. 1c: 
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Extended Data Fig. 1h: 
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Extended Data Fig. 10c:
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OVCAR4

Extended Data Fig. 10c (cont.):
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