The Primer Sequences for Gap Filling
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dnaK_F: CGTGAAGAAAAAACAGGTCAAGAACAATCA g \ 8 %
chll_R: TCCTGTTCCTCGATCTCCCATAATCAT . Il ilvB_274R: ATTTGTDGCTCCVGGHCCWGAWGTMGCAAA
' PR psaD2 37F: GSYGGAAGTACWGGDGGWTGGYTAS
B Lo

synura petersenii rpl21F: ACACGRGTATACGGTTGTCTATGACCA

hagnicol
Mafl’;’;’gg ;fS;,iZ';:ni -IF%_L!L ycf54R: AGGTAAAACTTCGGATACATGGGT
ycf54F: GCATTTGCTTGACCATAAATCCCATCA

Neotessella volvocina  sst g

psbY F: AATTGCAGCTTCTTGGGCACTTTA
Synura uvella MI- ccsA_R: CCCAAACTGCCCCTGAGATTATTCCTA
ycf54F: GCATTTGCTTGACCATAAATCCCATCA
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