
I Forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTCTGGAACTCAGGAGTCGCGCGC
TAGGGGCCGGGGCCGGGGCC 

I Reverse  CCGGCCCCGGCCCCTAGCGCGCGACTCCTGAGTTCCAGAGCTTGCTACAGGCTGCGG
TTGTTTCCCTCCTTGTTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCA
GCGAGTACTA 

II Forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTCTGGAACTCAGGAGTCGCGCGC
TATAGGGGGCCGGGGCCGGGGCC  

II Reverse 
 

CCGGCCCCGGCCCCCTATAGCGCGCGACTCCTGAGTTCCAGAGCTTGCTACAGGCTG
CGGTTGTTTCCCTCCTTGTTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCC
TCAGCGAGTACTA  

III Forward GGGGCCGGGGCCGGGGCCGGGGCCGGGGCCGGGGCCGGGGCCGGGGCCGGGGC
CGGGGCCCAAGGAAAGC 

III Reverse  GGCCGCTTTCCTTGGGCCCCGGCCCCGGCCCCGGCCCCGGCCCCGGCCCCGGCCC
CGGCCCCGGCCCCGGCCCCGGCC 

IV Forward GGGGCCGGGGCCGGGGCGTGGTCGGGGCGGGCCCGGGGGCGGGCCCGGGGCGG
GGCTGCGGTTGCGGTGCCTGCGCCCGCGGCGGCGGAGGCGCAGGCGGTGGCGAGT
GGGGGATCAAACGC 

IV Reverse GGCCGCGTTTGATCCCCCACTCGCCACCGCCTGCGCCTCCGCCGCCGCGGGCGCAG
GCACCGCAACCGCAGCCCCGCCCCGGGCCCGCCCCCGGGCCCGCCCCGACCACGC
CCCGGCCCCGGCCCCGGCC 

V forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTTAGGAACTCAGGAGTCGCGCGC  

V reverse TAGCGCGCGACTCCTGAGTTCCTAAGCTTGCTACAGGCTGCGGTTGTTTCCCTCCTTG
TTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

VI forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTCTAGAACTCAGGAGTCGCGCGC 

VI reverse TAGCGCGCGACTCCTGAGTTCTAGAGCTTGCTACAGGCTGCGGTTGTTTCCCTCCTTG
TTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

VII forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTCCCGAACTCAGGAGTCGCGCGC  

VII reverse TAGCGCGCGACTCCTGAGTTCGGGAGCTTGCTACAGGCTGCGGTTGTTTCCCTCCTTG
TTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

 VIII forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAATCTCTGGAACTCAGGAGTCGCGCGC  

VIII reverse TAGCGCGCGACTCCTGAGTTCCAGAGATTGCTACAGGCTGCGGTTGTTTCCCTCCTTG
TTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

IX forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTCTGAAACTCAGGAGTCGCGCGC  

IX reverse TAGCGCGCGACTCCTGAGTTTCAGAGCTTGCTACAGGCTGCGGTTGTTTCCCTCCTTG
TTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

X forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTCTGCAACTCAGGAGTCGCGCGC  

X reverse TAGCGCGCGACTCCTGAGTTGCAGAGCTTGCTACAGGCTGCGGTTGTTTCCCTCCTTG
TTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

XI forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAATAGGCTCTGGAACTCAGGAGTCGCG
CGC  

XI reverse TAGCGCGCGACTCCTGAGTTCCAGAGCCTATTGCTACAGGCTGCGGTTGTTTCCCTCC
TTGTTTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

XII forward AGCTTAGTACTCGCTGAGGGTGAACAAGAAAAGACCTGATAAAGATTAACCAGAAGAAA
ACAAGGAGGGAAACAACCGCAGCCTGTAGCAAGCTATGGAACTCAGGAGTCGCGCGC  

XII reverse TAGCGCGCGACTCCTGAGTTCCATAGCTTGCTACAGGCTGCGGTTGTTTCCCTCCTTGT
TTTCTTCTGGTTAATCTTTATCAGGTCTTTTCTTGTTCACCCTCAGCGAGTACTA  

Table	S1.	Sequences	of	oligonucleotides	



Table	S2.	Primer	sets	(5’->3’)	

GA-nLuc-F 	 AAGGAAAAAAGCGGCCGCAGTCTTCACACTCGAAGATTT 	

GP-nLuc-F 	 AAGGAAAAAAGCGGCCGCAAGTCTTCACACTCGAAGATTT 	

GR-nLuc-F 	 AAGGAAAAAAGCGGCCGCGTCTTCACACTCGAAGATTT 	

nLuc-R 	 ACATTTGGATCCTTACGCCAGAATGCGTTCGC 	

fLuc-F	 AAGGAAAAAAGCTAGCACCATGGAAGATGCCAAAAA 	

fLuc-R	 AAGGAAAAAACTTAAGTTACACGGCGATCTTGCCGC 	

RT-fLuc-F 	 GCAGTACCGGATTGCCCAAG 	

RT-fLuc-R	 GTCGGGGATGATCTGGTTGC 	

RT-nLuc-F	 CAGCCGGCTACAACCTGGAC 	

RT-nLuc-R	 AGCCCATTTTCACCGCTCAG 	


