Table S1. Absolute HHV-6B gene transcript counts for all detected gene transcripts.

Transcript Case1 Case2 Case3 Case7 DLBCLI DLBCLII SupT1CD4+T cells

Dr1 0 0 0 0 43 20 0

Dr3 0 0 0 0 0 0 0

B1 0 0 0 0 0 0 0

B2 0 0 0 0 0 0

DR6 0 0 0 0 104 52 0

B3 0 0 0 0 0 0 0

B4 0 0 0 0 0 0 102
B5 0 0 0 0 0 0 446
U4 0 8 0 2 50 23 5974
U3 0 20 0 22 48 22 5420
U2 0 18 0 38 32 15 4814
us 0 28 0 28 73 35 4590
u7 0 72 0 102 245 114 14206
U6 0 0 0 0 0 0 0

uo 0 0 0 0 21 10 782
u10 0 32 0 28 127 63 10434
u11 0 36 0 48 291 123 42618
u12 0 4 0 4 14 7 1814
u13 0 0 0 0 0 0 350
u14 0 66 0 40 573 245 42596
u15 0 0 0 0 72 37 3156
u16 0 6 0 4 55 29 4430
u19 0 28 0 80 125 56 8372
u18 0 50 0 82 188 73 7010
u25 0 2 0 6 37 12 6512
U24A 0 0 0 0 60 33 220
u24 0 0 0 0 138 59 1450
u23 0 0 0 0 87 36 7920
u22 0 4 0 0 15 9 4294
u21 0 38 0 48 128 58 23932
U220 0 10 0 10 93 42 5902
u27 0 26 0 52 323 141 18594
U26 0 36 0 70 199 85 17000
U29 0 4 0 0 47 24 4008
u28 0 8 0 2 178 78 12938
u30 0 8 0 8 130 63 10882
uU31 0 20 0 24 476 204 29514
U35 0 0 0 0 18 6 604
u34 0 0 0 4 67 33 6144
u33 0 4 0 2 68 30 6306
u32 0 2 0 2 42 18 1312
U36 0 0 0 2 96 45 5320
u37 0 6 0 0 204 79 12188
u41 0 48 0 120 498 234 48430
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Genes are color coded to indicate temporal class of expression, where blue indicates immediate early
genes, green indicates late genes, and orange indicates early genes. Unclassified genes remain in

black.



Table S2. Normalized HHV-6B gene transcript counts (viral reads per million unique mapped genomic reads)
for all detected HHV-6B gene transcripts.

Transcript Case 1 Case 2 Case 3 Case 7 DLBCL | DLBCLII SupT1 CD4+ T cells
Dr1 0 0 0 0 0.26875 0.063492 0

Dr3 0 0 0 0 0 0 0

B1 0 0 0 0 0 0 0

B2 0 0 0 0 0 0 0

DR6 0 0 0 0 0.65 0.165079 O

B3 0 0 0 0 0 0 0

B4 0 0 0 0 0 0 0.684564
B5 0 0 0 0 0 0 2.993289
U4 0 0.09206 O 0.020833 0.3125 0.073016  40.09396
UK 0 0.23015 O 0.229167 0.3 0.069841 36.37584
U2 0 0.207135 O 0.395833 0.2 0.047619  32.30872
us 0 0.322209 0 0.291667 0.45625 0.111111 30.80537
u7 0 0.828539 0 1.0625 1.53125 0.361905  95.34228
U6 0 0 0 0 0 0 0

U9 0 0 0 0 0.13125 0.031746  5.248322
u10 0 0.368239 0 0.291667 0.79375 0.2 70.02685
u11 0 0.414269 0 0.5 1.81875 0.390476  286.0268
u12 0 0.04603 O 0.041667 0.0875 0.022222 12.1745
u13 0 0 0 0 0 0 2.348993
u14 0 0.759494 0 0.416667 3.58125 0.777778  285.8792
u15 0 0 0 0 0.45 0.11746 21.18121
u16 0 0.069045 0 0.041667 0.34375 0.092063  29.73154
u19 0 0.322209 0 0.833333 0.78125 0.177778  56.18792
u18 0 0.575374 0 0.854167 1.175 0.231746  47.04698
u25 0 0.023015 0 0.0625 0.23125 0.038095  43.7047
U24A 0 0 0 0 0.375 0.104762 1.47651
U224 0 0 0 0 0.8625 0.187302  9.731544
u23 0 0 0 0 0.54375 0.114286  53.15436
u22 0 0.04603 O 0 0.09375 0.028571 28.81879
u21 0 0.437284 0 0.5 0.8 0.184127 160.6174
u20 0 0.115075 0 0.104167 0.58125 0.133333  39.61074
u27 0 0.299194 0 0.541667 2.01875 0.447619 124.7919
U26 0 0.414269 O 0.729167 1.24375 0.269841 114.094
u29 0 0.04603 O 0 0.29375 0.07619 26.89933
u28 0 0.09206 O 0.020833 1.1125 0.247619  86.83221
u30 0 0.09206 O 0.083333 0.8125 0.2 73.03356
U31 0 0.23015 O 0.25 2975 0.647619 198.0805
U35 0 0 0 0 0.1125 0.019048  4.053691
u34 0 0 0 0.041667 0.41875 0.104762  41.2349
U33 0 0.04603 O 0.020833 0.425 0.095238  42.32215
u32 0 0.023015 0 0.020833 0.2625 0.057143  8.805369
U36 0 0 0 0.020833 0.6 0.142857  35.7047
u37 0 0.069045 0 0 1.275 0.250794  81.79866
u41 0 0.552359 0 1.25 3.1125 0.742857  325.0336
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B8 0 0 0 0 0 0 3.436242
uo4 0 0 0 0 0.1625 0.04127 7.758389
u9s 0 0.437284 0 0.75 4.89375 1.1562381 2221477
U100 0 0.023015 O 0.041667 1.66875 0.333333  264.2282
B9 0 0 0 0 0 0 12.84564

Genes are color coded to indicate temporal class of expression, where blue indicates immediate early genes,
green indicates late genes, and orange indicates early genes. Unclassified genes remain in black.



Table S3. Relative HHV-6B gene transcript count detection (percentage of the total viral read count) for all

detected HHV-6B gene transcripts.

Transcript Case 1 Case 2 Case 3 Case 7 DLBCL | DLBCLII SupT1 CD4+ T cells
Dr1 0.00 0.00 0.00 0.00 0.29 0.30 0.00
Dr3 0.00 0.00 0.00 0.00 0.00 0.00 0.00
B1 0.00 0.00 0.00 0.00 0.00 0.00 0.00
B2 0.00 0.00 0.00 0.00 0.00 0.00 0.00
DR6 0.00 0.00 0.00 0.00 0.69 0.78 0.00
B3 0.00 0.00 0.00 0.00 0.00 0.00 0.00
B4 0.00 0.00 0.00 0.00 0.00 0.00 0.01
B5 0.00 0.00 0.00 0.00 0.00 0.00 0.04
U4 0.00 0.64 0.00 0.11 0.33 0.35 0.57
UK 0.00 1.61 0.00 1.20 0.32 0.33 0.52
U2 0.00 1.44 0.00 2.07 0.21 0.23 0.46
us 0.00 2.25 0.00 1.53 0.49 0.53 0.44
u7 0.00 5.78 0.00 5.56 1.64 1.71 1.36
U6 0.00 0.00 0.00 0.00 0.00 0.00 0.00
U9 0.00 0.00 0.00 0.00 0.14 0.15 0.07
u10 0.00 2.57 0.00 1.53 0.85 0.95 1.00
u11 0.00 2.89 0.00 2.61 1.94 1.85 4.07
u12 0.00 0.32 0.00 0.22 0.09 0.11 0.17
u13 0.00 0.00 0.00 0.00 0.00 0.00 0.03
u14 0.00 5.30 0.00 2.18 3.83 3.68 4.07
u15 0.00 0.00 0.00 0.00 0.48 0.56 0.30
u16 0.00 0.48 0.00 0.22 0.37 0.44 0.42
u19 0.00 2.25 0.00 4.36 0.83 0.84 0.80
u18 0.00 4.01 0.00 4.47 1.26 1.10 0.67
u25 0.00 0.16 0.00 0.33 0.25 0.18 0.62
U24A 0.00 0.00 0.00 0.00 0.40 0.50 0.02
U224 0.00 0.00 0.00 0.00 0.92 0.89 0.14
u23 0.00 0.00 0.00 0.00 0.58 0.54 0.76
u22 0.00 0.32 0.00 0.00 0.10 0.14 0.41
U21 0.00 3.05 0.00 2.61 0.85 0.87 2.28
u20 0.00 0.80 0.00 0.54 0.62 0.63 0.56
u27 0.00 2.09 0.00 2.83 2.16 212 1.77
U26 0.00 2.89 0.00 3.81 1.33 1.28 1.62
u29 0.00 0.32 0.00 0.00 0.31 0.36 0.38
u28 0.00 0.64 0.00 0.11 1.19 1.17 1.23
U30 0.00 0.64 0.00 0.44 0.87 0.95 1.04
U31 0.00 1.61 0.00 1.31 3.18 3.06 2.82
U35 0.00 0.00 0.00 0.00 0.12 0.09 0.06
u34 0.00 0.00 0.00 0.22 0.45 0.50 0.59
U33 0.00 0.32 0.00 0.11 0.45 0.45 0.60
u32 0.00 0.16 0.00 0.11 0.28 0.27 0.13
U36 0.00 0.00 0.00 0.11 0.64 0.68 0.51
u37 0.00 0.48 0.00 0.00 1.36 1.19 1.16
U41 0.00 3.85 0.00 6.54 3.33 3.51 4.62
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B8 0.00 0.00 0.00 0.00 0.00 0.00 0.05

Uo4 0.00 0.00 0.00 0.00 0.17 0.20 0.11
uo9s 0.00 3.05 0.00 3.92 5.23 5.45 3.16
U100 0.00 0.16 0.00 0.22 1.78 1.58 3.76
B9 0.00 0.00 0.00 0.00 0.00 0.00 0.18

Genes are color coded to indicate temporal class of expression, where blue indicates immediate early genes,
green indicates late genes, and orange indicates early genes. Unclassified genes remain in black.



