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MALDI MS spectra of conjugates 13, 14, 17 and 18.
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MALDI MS spectra of conjugates 15a-c and 16a-c
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MALDI MS spectra of conjugates 20a-d and 21a-c
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MALDI MS spectra of conjugates 31, 33 and 34.
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MALDI MS spectra of conjugates 33 and 35.
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Association- and dissociation curves of selected conjugates including 1:1 binding model fit (red lines). 
All conjugates were measured as 3 to 4 replicates per compound using biolayer-interferometry 
(Octet).
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Supplementary Table S2. Oligonucleotide primers used in this study.

2G12HC_BsaI_fw

2G12HC_BsaI_rv

2G12LC_BsaI_fw

2G12LC_BsaI_rv

2G12HC_I19R_fw

2G12HC_I19R_rv

5’-gtacggtctcaaggtgaggtgcagctggtggagtctgg-3’

5’-gctaggtctcaaagctcatttacccggagacagggag-3’

5’-gtacggtctcaaggtgatgttgtgatgatgactcagtctcc-3’

5’-gctaggtctcaaagcctaacactctcccctgttgaagc-3’

5’-ggcgggaggatccctcagactctcctgtggagtctc-3’

5’-gactccacaggagagtctgagggatcctcccgccttg-3’


