
Additional File 1: Fig. S1
 Unassigned reads that were not classified into any known taxa within the kingdom 
Bacteria. A) The mean unassigned abundance per individual per population. B) The  
mean number of unassigned OTUs per individual per population. C) The mean 
number of unassigned reads per individual per population. 



Additional File 1: Fig. S2
 Population Averaged Species Accumulation Curves showing OTUs greater than 
0.01% abundance for each population. 



Additional File 1: Fig. S3
 A) 16S rRNA Copy Number per uL of sample within each population. Lines through the 
center of the boxes show the median, and thetop and bottom are the 25th and 
75th percentiles. Dashed line in center represents the group mean for all populations, 
against which a global ANOVA for all populations is derived (adjusted p=1e-06). B) 16S 
rRNA Copy Number per gram of stool within each population. Global ANOVA for all 
populations is not significant (adjusted p=0.27). Two samples within the Burunge had 
values high enough that they are plotted separately above the main boxplot (this was 
also done for all subsequent panels in S15). C) 16S rRNA Copy Number per gram of 
stool within each African subsistence group. Global ANOVA for all subsistence groups 
is not significant (adjusted p=0.58). D) 16S rRNA Copy Number per gram of stool 
within Botswana and Tanzania. Wilcoxon Rank -Sum test indicates that significant 
differences in copy number exist between the two countries (FDR corrected p=0.023). 
E) Linear regression on 16S rRNA Copy Number per gram of stool to Shannon 
Diversity per sample, colored by Population, and showing 95% confidence intervals.





Comparison of the Shannon Index between allreads and rarefied data (read counts 
subsampled down to 5,000 reads per individual), shown for all individuals. 

Additional File 1: Fig. S4

Additional File 1: Fig. S5
Similar to Fig.3 D, E where the pairs of individuals used for calculating the mean 
unweighted (A) and weighted (B) UniFrac distances are restricted to be individuals 
from the same sampling location as well as from the same population group. 
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Additional File 1: Fig. S6
Similar to Fig. 3D,E, where the OTU data is rarefied to 5,000 counts per individual, 
Showing unweighted (A) and weighted (B) UniFrac distances.

Additional File 1: Fig. S7
Comparison of the unweighted UniFrac distances when using all reads versus the rarefied 
data (read counts subsampled down to 5,000 reads per individual), shown for all pairs of 
individuals.

A B



Additional File 1: Fig. S8

Additional File 1: Fig. S9
Similar to Fig. 3D,E, using the Bray-Curtis dissimilarity as the measure of beta-diversity 
between hosts.

Comparison of the weighted UniFrac distances when using all reads versus the rarefied 
data (read counts subsampled down to 5,000 reads per individual), shown for all pairs of 
individuals.
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Additional File 1: Fig. S10
Correlation plot between the Bray-Curtis dissimilarity and (A) unweighted and (B) weighted 
UniFrac distances.

Additional File 1: Fig. S11
Mean pairwise compositional distance between all pairs of populations, for (A) 
unweighted and (B) weighted UniFrac distances. 
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Additional File 1: Fig. S12
Principal Coordinate Analysis of unweighted UniFrac distances, analogous to Fig.5.



Additional File 1: Fig. S13
A) Relative pathway frequency differences between Tanzania and Botswana (x-axis) 
and Africa and the U.S. (y-axis) for all KEGG pathways analyzed (N=328). Marker 
size is proportional to the mean pathway frequency across the U.S. and Africa. Dotted
lines demark relative differences of   ± 15%. Pathways in red denote those shown in 
Additional File 2: Table S1 (absolute relative differences > 15% and FDR < 0.1). 
Panels B), C), and D) show the pathway frequency distribution boxplots per 
population for the DDT degradation, xylene degradation, and bisphenol degradation 
pathways, respectively. Lines through the center of each box show the median, the 
star represents the mean, and the top and bottom are the 25th and 75th percentiles. 



Additional File 1: Fig. S14
Comparison of reported relative abundances (mean +/-standard deviation) of our study 
cohort with for global populations, adapted from Smits et al. The taxa included are the 
bacterial Families Bacteroidaceae, Prevotellaceae, Spirochaetes, Succinivibrionaceae, 
and the bacterial Phylum Verrucomicrobia , shown on a linear abundance scale.
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Additional File 1: Fig. S15
Same as Additional File 1: Fig. S14 except shown on a log abundance scale.
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