A

I I C (997 a.a)

Terminal protein 3’-5’ Exonuclease domain

FDIESY
CDFETT
CDFETT
FDFETD
CDIEVT
FDIEVT

Exo |
(a.a. 352-362)

J

LDVKSLYPASM
FDVNSLYPAQM
FDVNSMYPAMM
YDVNSMYPHAM
FDLTSLYPS 1 |
FDLTSLYPS1 |

Motif A
(a.a. 640-650)

TP-DNAP1
phi29 DNAP
5'-3’ Polymerization domain GA-1 DNAP
PRD1 DNAP
T4 DNAP
RB69 DNAP
I AHNGGGYDFHY Kx13LANASK||ETFKKT EHIVN- -F YCRNDVLVL
YFHN- LKFDGAF Rx13KGKRK | | |IDSLKKL KGDID- -Y YIKNDIQI |
YFHN- LKFDGSF Gx13RGKNKN| [DSLKKL KGDID- -Y YLKHDLL IV
YAHNGGKFDFLF Kx16EHG I HK||DSYAIL KIEID--Y YLKGDCVTL
TGWN | EGFDVPY Rx15YGSKE | | IDLYKKF QHETKKGK YISYNI IDV
TGWNVESFD | PY Rx15YGSRE | | |IDLYKKF EFELNVGK YISYNI IDV
I Il DI |
Exolll pre-(S/T)Lx2h  (S/T)Lx2h Kx2hxA Exo lll
(a.a. 422-450) (a.a. 463-483) (a.a. 488-493) (a.a. 534-539)  (a.a. 550-563)

YIKDV L YKL
F1-DKWTY -
YI-DRFMEI
F1-DHF FSK
FS-DDF LNE
FS-DE | KEI

K1 I MNSLWGKFA
KLMLNSLY GKFA
KLMLNSLYGKFA
KL 1 LNSSYGKFA
KIL INSLYGALG
KLL INSLYGALG

TL SWARY
I TAWARY
I TAYARE
I TGAAR-
Gl QWIAR
ALQWIER

YSDTDS |
YCDTDS |
YADTDS |
YCDTDS |
AGDTDSV
YGDTDS |

pre-Motif B

Motif B

(a.a. 748-759) (a.a. 776-787)

B
I 19
R 19
I <19 |
e 1o | O'90-set
I I 19
R 19
R 19
N <19 |
I 1o | ©'90-5et2
I I X9
Y 19
[ X 19
O <19 |
o 9 | O190-set3
[ T X9
I 19
I N 19
R <19
7
I T X 19

Tx2G/AR Motif C
(a.a. 840-846) (a.a. 862-871)

Oligo-set 29

Cc D
a.a. Codon
A GCT Oligo-
R AGA set
N AAC 1
D GAC 2
C TGT 3
Q CAA 4
E GAA 5
G GGT 6
H CAC 7
| ATC 8
L TTG 9
K AAG 10
M ATG "
F TTC 12
P CCA 13
S TCT 14
T ACC 15
W TGG 16
Y TAC 17
\% GTT 18
19
20
21
22
23
24
25
26
27
28

KxY
(a.a. 914-917)

Variable
region
(#a.a.)

30



