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S1 Figure. Yeast two-hybrid interactions between TaCAM4-1 and prey proteins. 

These are the original photos in Figure 1. The same number represents the same prey protein.
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S2 Figure. TaCAMTA4 interacted with TaCaM4-1 in EMSA

These are the original photos in Figure 2 B.



S3 Fig. TaCAMTA4 cDNA full length nucleotide sequence.

TaCAMTA4 cDNA full length was 2704 bp and the open reading frame was 2505 bp shown in gray.
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S4 Fig. Alignment of TaCAMTA4 and other homologous CAMTAs.

Comparative analysis between TaCAMTA4 and CAMTA sequences in other species. The amino acid 

residues that are conserved among different CAMTA proteins were colored dark blue. Gm for Glycine 

max, Vv for Vitis vinifera, Sl for Solanum lycopersicum, Bd for Brachypodium distachyon, Os for Oryza 

sativa Japonica Group.



Gene Code Description Code Number

AK332814.1 Triticum aestivum cDNA, clone: SET1_O14, cultivar: 

Chinese Spring
406 1

AK374070.1
Hordeum vulgare subsp. Vulgare mRNA for predicted 

protein, complete CDS, clone: NIASHv16
408 6

AK334410.1 Triticum aestivum cDNA, clone: WT009_J02, cultivar: 

Chinese Spring
413 1

AK331952.1 Triticum aestivum cDNA, clone: WT002_M11, cultivar: 

Chinese Spring
427 1

AK252052.1 Hordeum vulgare subsp. vulgare cDNA clone: FLbaf143h10 435 2

No significant similarity found 438 3

AK335614.1 Triticum aestivum cDNA, clone: WT013_F15, cultivar: 

Chinese Spring
439 3

S5 Table.  Blastn results of TaCaM4-1 screened genes.



S6 Table. Principal primers used in this study.

Primers name Sequence

TaCAMTA4（For 5’RACE) F: CACCTTCTCGGAACCACCTCAGC

R: CGAGCATAGATGGCGAAGCAGAG

TaCAMTA4（qRT-PCR） F: CTCTGCTTCGCCATCTATG

R: CCGTGCCTGAATCTTGAT

TaCAMTA4（DNA-binding） F: CGGAATTCCGGCAAGGTCACGACATAC

R: CCCAAGCTTTGTTGGCGAACCGTTTAG

EF1a （RT-qPCR） F:  ATGCTGGCATAGTGAAGATG

R: AACAGTAGCAAAACTTGCAC

TaCAMTA4（qRT-PCR，VIGS） F: ATCCGTGGTGTCTACTGAAG

R: TCATGCACAAAGTGCTAGAC


