
Supplementary Table 1. Detail KEGG human pathway result 
 

 
  



Supplementary Table 2. Significantly altered metabolites in BALF samples. Metabolites that are 
significantly altered between ozone and air (p < 0.05) are shown with fold change and 
highlighted in color (yellow for up-regulation and blue for down-regulation) for the 1 hour and 
24 hour data. Three subgroups are presented for each time point: all subjects, GSTM1 + and 
GSTM1 – subjects. The metabolites are categorized into super- and sub-pathways based on 
Metabolon’s classification. 
 
 

 
 



Supplementary Figure 1. IPA Network Analysis result. A detailed network analysis result for the 1-hour 
(A) and 24-hour (B) data are plotted where the measured metabolites are denoted with orange circle. 
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