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Aggregation
*: P<=0.05, one tailed Wilcoxon test compared with the resting stirred, and TRAP activated
for pal peptides or tat and tat + TRAP activated for tat peptides.

S1Fig Aggregation results before and after TRAP activation for all peptides. Palmitylated (pal)
peptide=20uM, tat peptide=50uM, TRAP: 4uM. Error bars: standard error of the mean.



