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Supplementary Figure
1. Responsiveness  of
human macrophages and
macrophage-like cells
towards the TLR1/2
ligand PamsCSK4 and the
TLR3 ligand Poly(l:C).
Human monocyte-derived
macrophages (HMDMs),
as well as undifferentiated
or  PMA-differentiated
U937 and THP-1 cells
were left untreated (Co) or
treated with LPS (0.1 or 1
pg/ml), PamsCSKs (Pam,
0.1 and 1 pg/ml), or PIC
(PIC, 1 and 10 pg/ml) for
2 h. and mRNA was
quantified by gRT-PCR
using ACTB as a
housekeeping gene (n = 2-
3, triplicates). *p < 0.05,
**p < 0.01, ***p < 0.001
vs. Co.
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Supplementary Figure 2. Different treatment schemes do not alter the effect of GILZ depletion on
phagocytosis. WT and GILZ KO BMMs were left untreated (Co) or treated with LPS (1 pg/ml) and
INF-y (IFN, 20 ng/ml), IL-4 (20 ng/ml) or dexamethasone (Dex, 1 uM) for 20 h, followed by incubation
with fluorescent latex particles (diameter 1.75 um, 50 particles per cell) for 1 h. Particle uptake was
quantified by flow cytometry. The total percentage of cells with particle-associated fluorescence in
LPS/IFN, IL-4, od Dex-treated cells was normalized to the respective value for cells that were not
treated otherwise prior to particle exposure.
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Supplementary Figure 3. NF-xB inhibition. After preincubation with BAY-11-7082 or BAY-11-7085
(5 uM, 1 h), solvent (0.1% DMSO) or medium only (Co), AMs were treated with LPS (100 ng/ml) for

2 h. TNF mRNA expression was determined by gRT-PCR using ACTB as a housekeeping gene (n =
3, duplicates).



Supplementary Tables

Supplementary Table 1: PCR conditions.
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Sequence Sequence
Gene (5'=23") (5'=23") Probe sequence Probe MgCl: Annealing
forward reverse (5'FAM->3'BHQ) [nM] [mM] [°C]
primer primer
AATGGA | ATTTAT | JCCTTTGTT
IL6 TCA GAG CCA 100 4 57
AAG TGG TGG TAT GAT CAT TTC T
CTATGC AAA AAC
Igg ,iﬁ(G: ATT GCA CAG ACC CAC
IL8 (CXCLS8) TTC AAG TCT GGC ACA ATA CAT 100 4 59
CA AACCCTAC | GAAGTGTTGA
cC:cT:i ?’ég CTC TGG CAC CAT CAG
TNF GCT CCT CAG GGG CCG CAT CGC 100 3 60
CTCTTG AT CGT CTC
CA
TCCTGT AGC CAC
GILZ CTGAGC | TTACAC ggg ggﬁ ﬁg 100 . 5
(TSC22D3) CCT GAA CGC AGA GCC CGA
GAG AC
L(éi (13_1’2 GTC AGG CAC GGC TGC
B-actin (ACTB) AGG AGA CAGCTC TTC CAG CTC 60 4 60
GTAGCTCT CTC
AG
ﬁéﬁ gg; AAG GCA TCC AGT CTC
CXCL10 GAG GAA GCA AAT AGC ACC ATG 60 4 60
cC CAG AAT CG AAT CAA A
iﬁg ‘é.Ar$ AGCAGT | AGCCTGACC
1L10 CCATTC TAG GAA ACGCTTTCT 100 4 60
CA GCCCCAAG | AGCTGTTGAG
TCG CCA TTC GCT
TTP (ZFP36) CCC CAA AGG GTT no probe N/A N/A 60
ATA CAA GTG GAT




Supplementary Table 2: Primers used to clone miRNA overexpression vectors.

mMiRNA forward primer ( plus EcoR1 site) reverse primer (plus BamH1 or Bglll
site)

hsa-miR-18a GC GAATTC ATG GGA AGC CAA GA GGATCC CACCTATAT ACT
GTT GGG CTT TAA TGCTTG GCT

hsa-miR-19a GC GAATTC ATG ATCCAATAA GA GGA TCC GCA GAT TCT ACA
TTC AAG CCA AGC TCG ACA CAA

hsa-miR-19b GC GAATTC ATG TAG CTG TAG GAGGATCCGGGTTTGAGTTT
AACTCCAGCTTC CCCTTACTT

hsa-miR-34b GC GAATTC ATG TAC GCG TGT GAGGATCC AACCGCGGGTTT
TGT GCG CTG CGA CCT CGC ACT

hsa-miR-136 GC GAATTC ATG AGC TCT TCC GA GGATCC TCT GCT CTG ATT
ATT TCC TGG AGT AGT TGG GCA

hsa-miR-222 GC GAATTC ATG GAA AAT ATG GA GGATCC CTT AAC ACCCTA

TGGCACTTT ATT

GAACTT GAC

hsa-miR-320d1

GC GAATTC ATG CCT TCA AAT
GAC AAA ACA CAC

GAGGATCCTTCCTT TCC TAT
TTCTTT CCT

hsa-miR-484

GC GAATTC ATG AAA ACC GAC
GCCCTTCTCTCC

GA GGATCC GTC CAC GTC ACG
AGCTCATTC




