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Supplementary Table 1: Functional assignation of the differentially abundant proteins with

significative interaction between ecotypes and temperature treatments. The classification and

functional assignation of the significant abundant proteins (p<0.05) was done using KEGG,

LegumelP and Uniprot databases. Values are the mean + SD of three biological replicates, and are

expressed as arbitrary units (AUs) relative to the MG-1 control treatment. 1C, MG-1 Control; 1L,
MG-1 Low temperature; 20C, MG-20 Control; 20L, MG-20 Low temperature.
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Supplementary Figure 1: Functional association networks of differentially abundant
proteins between MG-1 and MG-20 chloroplasts. A. Higher abundant proteins in MG-1
compared to MG-20. B. Higher abundant proteins in MG-20 compared to MG-1. Data from
gene co-occurrence (blue lines), co-expression (black lines), curated databases (light blue
lines), experimentally determined (violet lines) and textmining (yellow lines) were used as
the prediction methods in the STRING software. The confidence value used for the analysis

was Score = 0.4.
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Supplementary Figure 2: Functional association networks of differentially abundant
proteins between temperature treatments. A. Higher abundant proteins in control
compared to low temperature treatment. B. Higher abundant proteins in the low
temperature treatment compared to control. Data from gene co-occurrence (blue lines), co-
expression (black lines), curated databases (light blue lines), experimentally determined
(violet lines) and textmining (yellow lines) were used as the prediction methods in the

STRING software. The confidence value used for the analysis was Score = 0.4.
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Supplementary Figure 3: Absence of green fluorescence in leaves of L. japonicus not

MG-1

MG-20

incubated with DFC-DA. Representative images of laser confocal microscopy. Scale bars

=30 um.
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Supplementary Figure 4: Characterization of cells population extracted from L.
japonicus leaves. A. SSC vs FL3 cytogram of isolated cells obtained from L. japonicus
leaves. a. Intact cells population. b. isolated chloroplasts population and cellular debris. B.
and E. Representative histograms of FL3 fluorescence intensity of @ and b population,
respectively. C-D and F-G. Epifluorescence microscope images of a and b populations,
respectively. C, F; Images showing chlorophyll autofluorescence. D, G; Images showing

the presence of nucleus, after DAPI incubation. Scale bars = 10 um.
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Supplementary Figure 5: ROS production quantification by flow cytometry in L.
Jjaponicus isolated cells. Values are the mean += SD of 5 biological replicates and are
expressed as arbitrary units (AUs), for each ecotype and treatment. C, Control; C-, Control
cells incubated with DCF-DA but without light; C+, Control cells incubated with DCF-DA
and light; L, Low temperature; L-, Low temperature cells incubated with DCF-DA but
without light; L+, Low temperature cells incubated with DCF-DA and light. Different

letters indicate significant differences between treatments (Tukey test, p<0.05).
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