
Table S1

Parameter Description Value Prior bounds Units

log10R0 basic reproduction number log10 4.9 [0, 3] [1, 2, 3, 4, 5, 6]
log10 r initial viral growth rate log10 6.56 [0, 2] [1, 2, 3, 4, 5, 6] day−1

log10 δI infected cell decay rate log10 2 [−1, 2] [7] day−1

log10(δV inf − δV tot) difference between infectious and total virion decay
rates

log10 2 [−2, 2] [8] day−1

log10 δV tot total virion decay rate log10 8 [0, 2] [7] day−1

log10 T0 initial number of target cells log10(7 × 107) [7, 8] [8] target cell
log10 g target cell regrowth rate log10 0.8 [−10, 0.5] [9, 10, 11, 12, 13] day−1

log10 pV ratio ratio of production of total to infectious virions log10(4 × 104) [0, 6]
log10 α the number of RNA copies/100µL of nasal wash cor-

responding to one virion
log10 0.01 [−3,−1] RNA copies/100µL

virion−1

log10 γ the initial ratio of total to infectious virions log10(4 × 104) [0, 5]
log10 Vinf0 the number of infectious virions upon exposure log10 1 [0, 3] virion
log10 β infectivity parameter log10(5 × 10−7) [−12,−4] [7] virion−1 day−1

log10 pV inf production rate of infectious virions by infected cells log10 12.6 [−6, 6] [7] virion infected
cell−1 day−1
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