
Table S1 The protein and Peptides information identified by MS/MS analysis. 
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Figure S1 MS/MS spectra from all peptides identified on Table S1.  
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	MS/MS	spectrum	of	the	peptide	SYELPDGQVITIGNER	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1790.89+1.	

SYELPDGQVITIGNER 



MS/MS	spectrum	of	the	peptide	VAPEEHPVLLTEAPLNPK	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1954.06+1.	

VAPEEHPVLLTEAPLNP
K 



MS/MS	spectrum	of	the	peptide	GYSFTTTAER	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1132.52+1.	

GYSFTTTAER 



MS/MS	spectrum	of	the	peptide	QEYDESGPSIVHR	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1516.71+1.	

QEYDESGPSIVHR 



MS/MS	spectrum	of	the	peptide	AGFAGDDAPR	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	976.45+1.	

AGFAGDDAPR 



MS/MS	spectrum	of	the	peptide	AVFPSIVGRPR	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1198.71+1.	

AVFPSIVGRPR 



MS/MS	spectrum	of	the	peptide	DSYVGDEAQSK	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1198.54+1.	

DSYVGDEAQSK 



MS/MS	spectrum	of	the	peptide	EITALAPSTMK	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1177.61+1.	

EITALAPSTMK 



MS/MS	spectrum	of	the	peptide	FPSIVGRPR	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1028.60+1.	

FPSIVGRPR 



MS/MS	spectrum	of	the	peptide	DLTDYLMK	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	1014.49+1.	

DLTDYLMK 



MS/MS	spectrum	of	the	peptide	PSIVGRPR	identified	from	actin	(P60709).	Deisotoped	peptide	ion	m/z:	881.53+1.	

PSIVGRPR 



	MS/MS	spectrum	of	the	peptide	GGNFGFGDSR	identified	from	heterogeneous	nuclear	ribonucleoprotein	(P22626).	Deisotoped	peptide	ion	m/z:	
1013.44+1	

GGNFGFGDSR 



MS/MS	spectrum	of	the	peptide	IDTIEIITDR	identified	from	heterogeneous	nuclear	ribonucleoprotein	(P22626).	Deisotoped	peptide	ion	m/z:	
1188.65+1.	

IDTIEIITDR 



MS/MS	spectrum	of	the	peptide	GGGGNFGPGPGSNFR	identified	from	heterogeneous	nuclear	ribonucleoprotein	(P22626).	Deisotoped	peptide	ion	
m/z:	1377.63+1.	

GGGGNFGPGPGSNFR 



MS/MS	spectrum	of	the	peptide	VAPEEHPVLLTEAPLNPK	identified	from	actin	(P63261).	Deisotoped	peptide	ion	m/z:	1954.06+1.	

VAPEEHPVLLTEAPLNPK 



MS/MS	spectrum	of	the	peptide	GYSFTTTAER	identified	from	actin	(P63261).	Deisotoped	peptide	ion	m/z:	1132.52+1.	

GYSFTTTAE
R 



MS/MS	spectrum	of	the	peptide	AGFAGDDAPR	identified	from	actin	(P63261).	Deisotoped	peptide	ion	m/z:	976.45+1.	

AGFAGDDAPR 



MS/MS	spectrum	of	the	peptide	AVFPSIVGR	identified	from	actin	(P63261).	Deisotoped	peptide	ion	m/z:	945.55+1.	

AVFPSIVGR 



MS/MS	spectrum	of	the	peptide	DSYVGDEAQSK	identified	from	actin	(P63261).	Deisotoped	peptide	ion	m/z:	1198.52+1.	

DSYVGDEAQSK 



MS/MS	spectrum	of	the	peptide	EITALAPSTMK	identified	from	actin	(P63261).	Deisotoped	peptide	ion	m/z:	1161.62+1.	

EITALAPSTMK 



MS/MS	spectrum	of	the	peptide	DLTDYLMK	identified	from	actin	(P63261).	Deisotoped	peptide	ion	m/z:	998.49+1.	

DLTDYLMK 



Figure.	MS/MS	spectrum	of	the	peptide	SYELPDGQVITIGNER	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	966.48+1.	

SYELPDGQVITIGNER 



MS/MS	spectrum	of	the	peptide	PIYEGYALPHAILR	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1046.53+1.	

PIYEGYALPHAILR 



MS/MS	spectrum	of	the	peptide	TTGIVMDSGD	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1066.55+1.	

TTGIVMDSGD 



MS/MS	spectrum	of	the	peptide	YEGYALPHAILR	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1205.63+1.	

YEGYALPHAIL
R 



MS/MS	spectrum	of	the	peptide	DLTDYLMK	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1219.64+1.	

DLTDYLMK 



MS/MS	spectrum	of	the	peptide	IKIIAPPERK	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1237.55+1.	

IKIIAPPERK 



MS/MS	spectrum	of	the	peptide	GDEAQSK	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1245.66+1.	

GDEAQSK 



MS/MS	spectrum	of	the	peptide	GQVITIGNER	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1300.64+1.	

GQVITIGNER 



MS/MS	spectrum	of	the	peptide	VAPDEHPILLTEAPLNPK	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	1608.84+1.	

VAPDEHPILLTEAPLNPK 



MS/MS	spectrum	of	the	peptide	KIWYHTFYNELR	identified	from	beta-actin-like	protein	(Q562R1).	Deisotoped	peptide	ion	m/z:	2465.18+1.	

KIWYHTFYNELR 



MS/MS	spectrum	of	the	peptide		DGQVINETSQHHDDLE	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	1836.80+1.	

DGQVINETSQHHDDLE 



MS/MS	spectrum	of	the	peptide		EYQDLLNVK	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	1121.58+1.	

EYQDLLNVK 



MS/MS	spectrum	of	the	peptide	FADLSEAANR	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	1093.53+1.	

FADLSEAANR 



MS/MS	spectrum	of	the	peptide	QDVDNASLAR	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	1088.53+1.	

QDVDNASLAR 



MS/MS	spectrum	of	the	peptide	VELQELNDR	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	1115.57+1.	

VELQELNDR 



MS/MS	spectrum	of	the	peptide	DNLAEDIMR	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	1076.50+1.	

DNLAEDIMR 



MS/MS	spectrum	of	the	peptide	LGDLYEEEMR	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	1254.57+1.	

LGDLYEEEMR 



MS/MS	spectrum	of	the	peptide	LLEGEESR	identified	from	human	vimentin	(P08670).	Deisotoped	peptide	ion	m/z:	932.46+1.	

LLEGEESR 
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