
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. S3: Comparison of differentially methylated CpG sites across different cell types. 

Heatmap of DNAm levels at promoter associated CpG sites that are either 50 % hypo- or 

hypermethylated in (a) iHPCs versus iPSCs (corresponding to Figure 1C) or in (b) iHPCs 

versus cord blood-derived CD34+ cells (corresponding to Figure 2A). DNAm levels are 

compared between MSCs, iPSCs, iHPCs d20, and cord blood-derived CD34+ cells. The 

heatmaps were sorted by the mean DNAm levels in MSCs.  

 


