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Figure S10:  Upper panel:  FOXA1 motif distance distribution to AR (ERG) binding sites with chromatin looping (red) 
and without chromatin looping (green).  FOXA1 motif shows strongly enriched to AR and ERG binding site regardless 
with/without looping. Bottom panel:  HOXA1 motif distance distribution to AR (ERG) binding sites with chromatin 
looping (red) and without chromatin looping (green).  HOXA1 motif doesn’t show strong enrichment  to AR and ERG 
binding site regardless with/without looping.
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