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Figure. S12:  Statistical enrichment analysis for the overlapping between the binding sites 
of the hub region with the non-hubs (AR/ERG binding with similar chip intensity pro le).  
We computed the p-value using hypergeometric test, assuming the percentage of over-
lapping with hub region is the same as the percentage  of overlapping with the non-hub 
regions.  The fold change enrichment was computed as ratio between those two percent-
ages of overlapping.
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