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Figure.S19:  This is the fold change enrichment version of Fig.6a. The enrichment of different classes of 
AR/ERG binding sites in diverse GWAS   traits. Upper panel: Considering the regions with AR/ERG 
chromatin looping, and further breaking down to AR-ERG co-binding sites (green), AR only binding 
sites (red), and ERG only binding sites(blue) overlapping GWAS top loci. Lower panel: similar to upper 
panel, but considering only regions without AR/ERG chromatin looping. 


