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Supplementary Figure S3. Cytosine coverage on each chromosome and verification of DNA methylation 
detection by GPS.

(A) Cytosine coverage of DNA methylation detection by GPS in Liver sample. The number on the top of each 
chromosome represents the average cytosine coverage rate. (B) Cytosine coverage comparison between GPS 
and WGBS in 97L sample with same bisulfite-converted reads. (C) Cytosine coverage of DNA methylation detec-
tion by GPS in Liver sample. The number on the top of each chromosome represents the average cytosine cover-
age rate. (D) Cytosine coverage comparison between GPS and WGBS in 97L sample with same bisulfite-convert-
ed reads.
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