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Supplemental Figure I. ApoA-I increases glucose uptake into HSKMCs in an insulin-

dependent and -independent manner under basal and high glucose conditions. HSKMCs 

were incubated at 37 °C for 16 h in serum-free MEM-α under (A) low (2.8 mmol) glucose 

conditions and (B) high (25 mmol) glucose conditions with or without apoA-I (1 mg/mL final 

concentration). The apoA-I was removed and the cells were incubated at 37 °C for 1 h with 

or without insulin (0.1 µmol/L final concentration). Glucose uptake was determined as 

described in Materials and Methods. Values represent the mean±SD of three independent 

experiments. Glucose uptake was normalized to 1 nmol/mg/h for cells incubated under basal 

conditions (open bar).  

*p<0.05, **p<0.01, ***p<0.001 vs. incubation under basal conditions. 
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Supplemental Figure II. ApoA-I does not alter IR, IRS1, PI3K, Akt, ABCA1 or SR-B1 

mRNA levels. HSKMCs were incubated at 37 °C for 16 h in serum-free MEM-α with or 

without apoA-I (1 mg/mL final concentration). The apoA-I was removed and the cells were 

incubated at 37 °C for 1 h with or without insulin (0.1 µmol/L final concentration). mRNA 

levels of (A) IR, (B) IRS-1, (C) PI3K, (D) Akt, (E) ABCA1 and (F) SR-B1 were measured 

by real time PCR. Values represent the mean±SD of three independent experiments. 
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Supplemental Table I: Sequence of oligonucleotide primers. 

Target Gene Primer Sequence 

IR F: 5’-CTGTAGTCCCAGTGCTAATC-3’ 
R: 5’-ATAAAATCGGCATTCCCTGT-3’ 

IRS-1 F: 5’-ACTTGAGCTACGGTGACGTG-3’ 
R: 5’-GCGGAACTCATCACTCATGG-3’ 

Akt F: 5’-TGAACGAGTTTGAGTACCTG-3’ 
R: 5’-GGATCTTCATGGCGTAGTAG-3’ 

PI3K 
F: 5’-TGACGCTTTCAAACGCTATC-3’ 
R: 5’-CAGAGAGTACTCTTGCATTC-3’ 
R: 5’-ACCCCAATGTTGTACCCAAACT-3’ 

ABCA1 F: 5’-GAGCGGGTCAGCAAAGCAA-3’ 
R: 5’-GTCCAATGCCTGCGACAGAT-3’ 

SR-B1 F: 5’-GCACACTCCTTGTTCCTGG-3’ 
R: 5’-GTCCAATGCCTGCGACAGAT-3’ 

GLUT4 F: 5’-GCACACTCCTTGTTCCTGG-3’ 
R: 5’-GTCCAATGCCTGCGACAGAT-3’ 

β-actin F: 5’-CGGGAAATCGTGCGTGACAT-3’ 
R: 5’-AAGGAAGGCTGGAAGAGTGC-3’ 
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Full blot Fig. 2A. 

 

 

 

Full blot Fig. 2B. 

  

STD pIRβ Total IRβ β-actinkDa

198 -

98 -

62 -
49 -

38 -

28 -
17 -

14 -

STD pIRS-1 Total IRS-1 β-actinkDa

198 -

98 -

62 -

49 -

38 -
28 -
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Full blot Fig. 2C. 

 

 

 

Full blot Fig. 2D. 

  

STD pAkt Total Akt β-actinkDa

198 -

98 -

62 -
49 -

38 -

28 -
17 -
14 -

STD pAS160 Total AS160 β-actinkDa

198 -
98 -

62 -
49 -

38 -

28 -

17 -
14 -
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Full blot Fig. 3A. 

 

 

 

Full blot Fig. 3C. 

  

STD IRS-1 β-actinkDa

198 -

98 -

62 -

49 -

38 -

28 -
17 -

STD pAkt Akt β-actinkDa

198 -
98 -
62 -
49 -

38 -

28 -
17 -
14 -
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Full blot Fig. 3D. 

 

 

Full blot Fig. 3E. 

  

STD β-actinpAS160kDa

198 -
98 -

62 -

49 -

38 -

28 -

17 -
14 -

STD β-actinTotal AS160kDa

198 -

98 -

62 -

49 -

38 -
28 -
17 -
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Full blot Fig. 4B 

 

 

Full blot Fig. 5A. 

 

STD Total GLUT4 β-actinkDa

198 -

98 -

62 -

49 -

38 -

28 -

17 -

14 -

ABCA1 β-actin
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Full blot Fig. 5B. 

 

β-actinSR-B1


