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GENE	SYMBOL	 microRNA	 Integrated	score	 Number	of	
source	

Score	
Class	

LIG3	 hsa-miR-204-5p	 0.466	 13	 Very	high	

LIG3	 hsa-miR-211-5p	 0.439	 13	 Very	high	

LIG3	 hsa-miR-22-3p	 0.430	 12	 Very	high	
	

LIG3	 hsa-miR-31-5p	 0.390	 12	 Very	high	
	

LIG3	 hsa-miR-146b-5p	 0.385	 13	 Very	high	
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