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S7 Fig. Relative mRNA levels of desmosomal genes in RPGRIP1L-knockdown HaCaT by
gRT-PCR. mRNA level in control (Control siRNA) and RPGRIP1L-knockdown (RPGRIP1L
siRNA) HaCaT were normalized by GAPDH. ** P < 0.01, ** P < 0.001, ns = not statistically
significant.



