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Supplementary Table 1. List of the most stable miRNAs ranked by NormFinder.

ACCESSION GENOME
NAME NUMBER CONTEXT CLUSTER

hsa-miR-21-5p MIMATO0000076 chrl? -

hsa-miR-126-3p MIMAT0000445 chr9 -

hsa-miR-125a-5p MIMAT0000443 chrl9 hsa-miR-99b, hsa-let-7e, hsa-miR-125a

hsa-miR-590-5p MIMAT0003258 chr7 -

hsa-miR-26b-5p MIMAT0000083 chr2 -

hsa-miR-320d MI0008190 chrl3 -

hsa-miR-23a-3p MIMAT0000078 chrl9 hsa-miR-23a, hsa-miR-27a, hsa-miR-24-2

hsa-miR-146a-5p MIMAT0000449 chrb -

hsa-miR-223-3p MIMAT0000280 chrX -

hsa-miR-93-5p MIMAT0004509 chr7 hsa-miR-106b, hsa-miR-93, hsa-miR-25

hsa-miR-22-3p MIMATO0000077 chrl? -

hsa-miR-30e-5p MIMAT0000692 chrl hsa-miR-30e, hsa-miR-30c-1

hsa-let-79-5p MIMAT0000414 chr3 -

hsa-miR-18a-5p MIMATO0000072 chrl3 hsa-miR-17, hsa-miR-18a, hsa-miR-19a, hsa-miR-20a, hsa-miR-19b-1, hsa-
miR-92a-1

hsa-miR-142-5p MIMATO0000433 chrl7 hsa-miR-4736, hsa-miR-142

hsa-miR-374b-5p MIMAT0004955 chrX hsa-miR-374c, hsa-miR-374b, hsa-miR-421

hsa-miR-19a-3p MIMATO0000073 chrl3 hsa-miR-17, hsa-miR-18a, hsa-miR-19a, hsa-miR-20a, hsa-miR-19b-1, hsa-
miR-92a-1

hsa-miR-199a-3p MIMAT0000232 chrl9 -

chrl hsa-miR-199a-2, hsa-miR-3120, hsa-miR-214

hsa-miR-25-3p MIMAT0000081 chr7 hsa-miR-106b, hsa-miR-93, hsa-miR-25

hsa-miR-150-5p MIMATO0000451 chrl9 -

hsa-miR-145-5p MIMAT0000437 chrb hsa-miR-143, hsa-miR-145

hsa-miR-24-3p MIMATO000080 chr9 hsa-miR-23b, hsa-miR-27b, hsa-miR-3074, hsa-miR-24-1

chrl9 hsa-miR-23a, hsa-miR-27a, hsa-miR-24-2

hsa-miR-106a-5p MIMAT0000103 chrxX hsa-miR-106a, hsa-miR-18b, hsa-miR-20b, hsa-miR-19b-2, hsa-miR-92a-2,
hsa-miR-363

hsa-miR-185-5p MIMATO0000455 chr22 -




hsa-miR-197-3p MIMAT0000227 chrl -

hsa-miR-766-3p MIMAT0003888 chrX -

hsa-miR-192-5p MIMAT0000222 chrll hsa-miR-6750, hsa-miR-194-2, hsa-miR-192

hsa-miR-425-5p MIMATO0003393 chr3 hsa-miR-191, hsa-miR-425

hsa-miR-151a-5p MIMAT0004697 chr8 -

hsa-miR-30d-5p MIMAT0000245 chr8 hsa-miR-30d, hsa-miR-30b

hsa-miR-222-3p MIMATO0000279 chrxX hsa-miR-222, hsa-miR-221

hsa-miR-27b-3p MIMAT0000419 chr9 hsa-miR-23b, hsa-miR-27b, hsa-miR-3074, hsa-miR-24-1

hsa-miR-106b-5p  MIMAT0000680 chr7 hsa-miR-106b, hsa-miR-93, hsa-miR-25

hsa-let-7b-5p MIMAT0000063 chr22 hsa-let-7a-3, hsa-mir-4763, hsa-let-7b

hsa-miR-19b-3p MIMATO000074 chrl3 hsa-miR-17, hsa-miR-18a, hsa-miR-19a, hsa-miR-20a, hsa-miR-19b-1, hsa-
miR-92a-1

chrxX hsa-miR106a, hsa-miR-18b, hsa-miR-20b, hsa-miR19b-2, hsa-miR-92a-2,

hsa-miR363

hsa-miR-484 MI0002468 chrl6 -

hsa-miR-191-5p MIMATO0000440 chr3 hsa-miR-191, hsa-miR-425

hsa-miR-20a-5p MIMATO0000075 chrl3 hsa-miR-17, hsa-miR-18a, hsa-miR-19a, hsa-miR-20a, hsa-miR-19b-1, hsa-
miR-92a-1

hsa-miR-423-5p MIMAT0004748 chrl7 hsa-miR-432, hsa-miR-3184

hsa-let-7i-5p MIMAT0000415 chrl2 -

hsa-miR-30b-5p MIMAT0000420 chr8 hsa-miR-30d, hsa-miR-30b

The table shows the 41 most stable gene ranked by NormFinder. For each miRNA accession number, genome context, and cluster
belongings are indicated. In bold are pointed out the first stable miRNAs of each cluster, namely the 33 miRNAs, considered in
normalization



