
PSMα1 MGIIAGIIKVIKSLIEQFTGK       +1 

PSMα2 MGIIAGIIKFIKGLIEKFTGK       +2 

PSMα3 MEFVAKLFKFFKDLLGKFLGNN      +1 

PSMα4 MAIVGTIIKIIKAIIDIFAK       +2 

PSMβ1 MEGLFNAIKDTVTAAINNDGAKLGTSIVSIVENGVGLLGKLFGF -2 

PSMβ2 MTGLAEAIANTVQAAQQHDSVKLGTSIVDIVANGVGLIGKLFGF -1 

Supplemental Figure 1A. Amino acid sequences of Phenol Soluble Modulins (PSMs) of S. aureus MCRF184 
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YejR: GTP-bind protein of GTPase protein family 
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ndhF: NADH dehydrogenase I, subunit F 
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YjjG family: noncanonical pyrimidine nucleotidase 
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Supplemental Figure 1C. Predicted protein structures of Phenol Soluble Modulins (PSMs) of  S. aureus MCRF184.  

Supplemental Figure 1B. Genomic locations of Phenol Soluble Modulins (PSMs) of S. aureus MCRF184.  


