Supplemental Figure 1A. Amino acid sequences of Phenol Soluble Modulins (PSMs) of S. aureus MCRF184

PSMal MGITAGIIKVIKSLIEQFTG +1
PSMa2 MGIIAGIIKFIKGLIEKFTGK +2
PSMa3 MEFVAKLEFKFEFKDLLGKELGNN +1
PSMa4 MAIVGTIIKIIKAIIDIFAK | +2
PSMB1 MEGLENAIKDTVTAAINNDGAKLGTSIVSIVENGVGLLGKILFGF -2

PSMB2 MTGLAEAIANTVQAAQQHDSVKLGTSIVDIVANGVGLIGKIFGF -1

Supplemental Figure 1B. Genomic locations of Phenol Soluble Modulins (PSMs) of S. aureus MCRF184.
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Supplemental Figure 1C. Predicted protein structures of Phenol Soluble Modulins (PSMs) of S. aureus MCRF184.
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