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Supplementary Table 1. Tomato cultivars used in this study. 

 

Stock cultivars Traits/origin Providing company 

Solanum lycopersicum cv Chibikko A dwarf, fresh-eating/ornamental cultivar Marutane Co., Ltd. 

Solanum lycopersicum cv Ganbarune 

A stock cultivar with increased disease 

resistance Aisan Seed Co., Ltd. 

Solanum lycopersicum cv M82 

A processing tomato cultivar, originated 

from the United States of America – 

Solanum lycopersicum cv Micro-Tom 

A dwarf, ornamental cultivar generated 

by crossing 'cv Florida Basket' and 'cv 

Ohio 4013-3' – 

Solanum lycopersicum cv Regina 

A dwarf, ornamental cultivar, originated 

from Latin America Sakata Seed Co. 

Solanum lycopersicum cv Spike A stock cultivar with enhanced growth Aisan Seed Co., Ltd. 

Solanum lycopersicum cv Triper 

A stock cultivar with increased disease 

resistance Aisan Seed Co., Ltd. 

Solanum lycopersicum cv Momotaro-Haruka A disease-resistant, fresh-eating cultivar Takii Co., Ltd. 
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Supplementary Figure 1. Relationships between the number of sequencing reads and 

that of OTUs. 


